
logo MIRYPNGKTFQPKNHKSTVSSQNSQKRASHPSYSNRGMTLEDDLNETNKQYYLATNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFKQSS
NTDB id 38482 BAMF RS31310 WP 014470057.1 MIRYPNGKTFQPNKTVSSQNSQKRSHSYSNRGMTLEDDLNETNQYYLANQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFKQSS 85
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFKQSS 85
consensus !!!!!!!!!!!! **!!!!!!!!! !!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TTDYNGIYKGRYIDFEAKETKNKTASFPLQNFHDHQI EHMKQVKVARQDGICFVI I SAFDEKQVYFLEADKLFVYFWDERKEKNNGRKS IRKD
NTDB id 38482 BAMF RS31310 WP 014470057.1 TTDYNGIYKGRYIDFEAKETKNKTAFPLQNFHDHQIEHMKQVVRQDGICFVIISAFEKVYFLEADKLFVFWERKENNGRKSIRKD 170
NTDB id 117 BSU 22310 NP 390112.1 TTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDRKEKNGRKSIRKD 170
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!* !!!!!!!!!! !!*!!! !!!!!!!!!

logo ELEDEATASFYP I SLGYASPR IDYI S I I EQLYFSPQESQSGAKG
NTDB id 38482 BAMF RS31310 WP 014470057.1 ELEDASFPISLGYSPRIDYISIIEQLYFSQEQ.... 202
NTDB id 117 BSU 22310 NP 390112.1 ELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !!!* *!!!!!! !!!!!!!!!!!!!!!* ****

X non conserved

X similar

X ≥ 50% conserved


