L, ol RLFTERITe chRLAetLoa ReekcLE 9 o7l Le
N ¥ EKNS sFskELER I:'\‘N‘E'TD‘pé'rSVSI’%épuEFh‘r SANE (= BN Sl E
NTDB id 108 BSU 35470 NP 391427.1 NWPVEKNSSFSKELQQTLRSIMHLLRTI®. . ... .. ... LSFSDEMIEWHIKNGYITAENSISINMREY R[GN:AEGQ DQRY
NTDB id 277 KZH43 RS10090 WP 000867601.1 WNQAY........... . LDpARCEARNNAARN. . . . ... ... ........ EERQLAEKLPAMRKEKGKLFCQRCNSTIHL
NTDB id 236 SPD RS10765 WP 000867601.1 WOQAY. ... ........ LDYASe s ANNNAN . . ... ... .......... EERQLAEKLPAMRKEKGKLFCQRCNSTILE
NTDB id 202 SPR RS10250 WP 000867601.1 QA . ...........LDYERC ANy N0 N . . . . . ... .......... EERQLAEKLPAMRKEKGKLFCQRCNSTIWLE
NTDB id 167 SP RS11275 WP 000867616.1 WOQWAY. ... ....... . LDYASe s AMumINDaNgN . . . . .. ... ......... EERQLAEKLPAMRKEKGKLFCQRCNSTINLE
NTDB id 535 SMSK321 RS10515 WP 000867726.1 QA . ... ....... . PNYARCAMNRANAMNK . . . ... ............ EERQLAEKLPAMRKEKGKLFCQRC SlIL
NTDB id 507 SM12261 RS09240 WP 000867722.1  WNQAY........... . PNYORCEARNEIARN . . . . ... ........... EERQLAEKLPAMRKEKGKLFCQRCNSTIWLE
NTDB id 384765 FTN78 RS03735 WP 021214546.1 STNQ. .......... EKLF[EANL LK) l LIKNTDKISVSKIFSNFLLISTKMNPIIRGMTSISSNISRK(GMN:AGGEVHIKN
NTDB id 593 KW2 RS05130 WP 021037147.1 NEIL...........ENLHERL LIJKBESAFNNFTDQV. .. ...... NNIANKIRIKIGAMTSVNANUR([OGMNAGG I HIKT
consensus (I3 * * * * % *kokok kok ok kkokkkokkkokkkokskok Ik | I skkkk x
{0y e LR L e GO Ko TorE O i AV
'E' FKI|%* <k (LTS RN .>6
NTDB id 108 BSU 35470 NP 391427.1 FSFMHSSGKNKLYM&:IS(® Q
NTDB id 277 KZH43 RS10090 WP 000867601.1 EWNYBBALPIGAYYCRECLLMKRVRSDQ LYYFPQEDFPHS
NTDB id 236 SPD RS10765 WP 000867601.1 EWNYBALPIGAYYCRECLLMKRVRSDR LYYFPQEDFPHE
NTDB id 202 SPR RS10250 WP 000867601.1 EWVHYRE
NTDB id 167 SP RS11275 WP 000867616.1
NTDB id 535 SMSK321 RS10515 WP 000867726.1
NTDB id 507 SM12261 RS09240 WP 000867722.1
NTDB id 384765 FTN78 RS03735 WP 021214546.1 SV.K..
NTDB id 593 KW2 RS05130 WP 021037147.1 NV.K.. .
consensus * % kokok Dok Doskoskosk 1| * ok ok |k ok * % s bk Dok Doeskok | koo * | oskokokokokkk kok ER I
E Yoyl ASPRIN AE oo el YRR e T Rl
Q,LLE-‘E (=1 v HQ ;E 5. Ar5
NTDB id 108 BSU 35470 NP 391427.1 Q
NTDB id 277 KZH43 RS10090 WP 000867601.1
NTDB id 236 SPD RS10765 WP 000867601.1
NTDB id 202 SPR RS10250 WP 000867601.1
NTDB id 167 SP RS11275 WP 000867616.1
NTDB id 535 SMSK321 RS10515 WP 000867726.1
NTDB id 507 SM12261 RS09240 WP 000867722.1
NTDB id 384765 FTN78 RS03735 WP 021214546.1
NTDB id 593 KW2 RS05130 WP 021037147.1 .
consensus rrred * ok ok ok ok ok ok | okok | I Pl b Dx ! Pk | x * ok * 11 kP DD Dok x|
VA 0l {YHAVéNwKN L TATSTE 8 EARL A L Koy s
| R A SN VY h I(:’VE A IS] VE F %\ A K
NTDB id 108 BSU 35470 NP 391427.1
NTDB id 277 KZH43 RS10090 WP 000867601.1 WLSDFNRYL
NTDB id 236 SPD RS10765 WP 000867601.1 WLSDFNRYL
NTDB id 202 SPR RS10250 WP 000867601.1 WLSDFNRYL
NTDB id 167 SP RS11275 WP 000867616.1 WLSDFNRYL
NTDB id 535 SMSK321 RS10515 WP 000867726.1 WLSDFNRYL
NTDB id 507 SM12261 RS09240 WP 000867722.1 WLSDFN (&L
NTDB id 384765 FTN78 RS03735 WP 021214546.1
NTDB id 593 KW2 RS05130 WP 021037147.1

consensus Dok DD DD D D skskoosioskor Dok Dokokokoskok |oskorskskokokok |oe || 15k ok ok ok > Dok Dok Dokok 1 D skok | skokook | okook okok ok ok ok ok ok

150
124
124
124
124
124
124
144
135

230
202
202
202
202
202
202
222
213

310
282
282
282
282
282
282
301
292



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
384765 FTN78 RS03735 WP 021214546.1
593 KW2 RS05130 WP 021037147.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
384765 FTN78 RS03735 WP 021214546.1
593 KW2 RS05130 WP 021037147.1

consensus

Il

1

I ot S T LTI

O LR

.5 HLASY

KNRLSPKLKSYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE
KNRLSPKLKSYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE
KNRLSPKLKSYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE
KNRLSPKLKSYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE

* % 5k >k % % >k %k % * * ok | | %% * % * % >k %k k * * *ok |k * ok | * | NS [

TE Pt L R T o st ety

463
432
432
432
432
432
432
440
430

[ * Poskskskskoskokok D lsk Dok Do Dsksk | Dk D D sk ook Dl |k *kk | % Pk 1l xx *

X non conserved
B similar
>50% conserved

388
362
362
362
362
362
362
369
360



