
logo MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWESLGAC
NTDB id 38468 HK81 RS03475 WP 020835265.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWESLGAC 85
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWESLGAC 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGTGPVDPPQNE IPTVTLTAPSASAS ITAGEVVNLAADAADTDGTI SKVEFFVDGALVGQSTSAPF ITASWTATEGVHEFSTKSYD
NTDB id 38468 HK81 RS03475 WP 020835265.1 DGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFTASWTATEGVHEFSTKSYD 170
NTDB id 1300 VP RS19160 WP 005479129.1 DGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSYD 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo DAGAVSTASSVTLTIASAVQPGNEAPTVDVALSATS I ELGGTVTLTANAADADGS IVAKVDFYVAGALAGTATAAPYTLDVTPSKAG
NTDB id 38468 HK81 RS03475 WP 020835265.1 DAGAVSTASSVTLTIASAQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSVAKVDFYVAGALAGTATAAPYTLDVTPSKAG 255
NTDB id 1300 VP RS19160 WP 005479129.1 DAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKAG 255
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALAVYAKATDNAGASTDSAIATTLTVNGGAVASNCRPDGLYQTTGVDVPYCS IYDEEGREKMGADHPRRVIGYFTSWRAGDDPQST
NTDB id 38468 HK81 RS03475 WP 020835265.1 ALAVYAKATDNAGASTDSAITTLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQST 340
NTDB id 1300 VP RS19160 WP 005479129.1 ALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQST 340
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YLVKDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTL I S IGGWAETGG
NTDB id 38468 HK81 RS03475 WP 020835265.1 YLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETGG 425
NTDB id 1300 VP RS19160 WP 005479129.1 YLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETGG 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HFDANGDRVADGGFYTMTTNADGS INHAGI EKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQEL
NTDB id 38468 HK81 RS03475 WP 020835265.1 HFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQEL 510
NTDB id 1300 VP RS19160 WP 005479129.1 HFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQEL 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGT
NTDB id 38468 HK81 RS03475 WP 020835265.1 MKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGT 595
NTDB id 1300 VP RS19160 WP 005479129.1 MKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGT 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo AAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIG IDNMWHD
NTDB id 38468 HK81 RS03475 WP 020835265.1 AAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHD 680
NTDB id 1300 VP RS19160 WP 005479129.1 AAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHD 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKAS I EVKADY
NTDB id 38468 HK81 RS03475 WP 020835265.1 LDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADY 765
NTDB id 1300 VP RS19160 WP 005479129.1 LDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADY 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VIDKE IGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVS
NTDB id 38468 HK81 RS03475 WP 020835265.1 VIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVS 850
NTDB id 1300 VP RS19160 WP 005479129.1 VIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVS 850
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VGGFKVGDQNYP INPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKD
NTDB id 38468 HK81 RS03475 WP 020835265.1 VGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKD 935
NTDB id 1300 VP RS19160 WP 005479129.1 VGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKD 935
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LPAGGTYELDMVYYLP I SGPANYSVI SGGKEFAFKFEQPDLP IGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHAN
NTDB id 38468 HK81 RS03475 WP 020835265.1 LPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHAN 1020
NTDB id 1300 VP RS19160 WP 005479129.1 LPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHAN 1020
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI
NTDB id 38468 HK81 RS03475 WP 020835265.1 QGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI 1054
NTDB id 1300 VP RS19160 WP 005479129.1 QGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI 1054
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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