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NTDB id 453 Spy49 1753c ACI62003.1 BIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF INYGEGIS K 310
NTDB id 625 LCA RS02525 WP 011374196.1 SRAETIKNGT. . ... KVVKNKVAPPF |4 IMYG GIS D 293
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. .. .. KVVKNKVAPPF gy IMYGEGIS D 291
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KRVKNKVARPF EfAa®) [jYGid G 306
NTDB id 384586 FOU61 RS42460 WP 395808610.1 R .. I.KNGENV KVVKNKVAPPF IMYGWGIS D 296
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NTDB id 1389 A4U84 RS07560 WP 021112712.1 SRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 309
NTDB id 1130 NGFG RS03960 WP 003688695.1 BRTGS . ...I.KKGEEV KV KNKVAPPF D 293
NTDB id 1124 NGFG RS03960 WP 003688695.1 SRITGS. .. .I.KKG KV KNKVAPPF D 293
NTDB id 1123 0OK783 RS03845 WP 003688695.1 BRTGS....I.KKG KV KNKVAPPF D 293
NTDB id 1427 RS RS02760 WP 011000510.1 SRIIGS. ...I.KKG KVVKNKVAPPF D 301
NTDB id 1165 A1552VC RS01565 WP 000344154.1 BRTGA....I.KEG KVVKNK APF D 292
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 292
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 292
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 292
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 292
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