logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

AKKeK KKﬁElKKDEE&KAL@éABB

600 KW2 RS01765 WP 011675413.1 MATKKKT. .. .. NFDDITKKYGA
269 KZH43 RS08665 WP 001085462.1 .MAKKPK. . ... KLEEISKKFGA
228 SPD RS09265 WP 001085462.1 .MAKKPK..... KLEEISKKFGA
194 SPR RS08825 WP 001085462.1 .MAKKPK..... KLEEISKKFGA
159 SP RS09750 WP 001085462.1 .MAKKPK..... KLEEISKKFGA
499 SM12261 RS08315 WP 078228268.1 .MAKKPK. .. .. KLDEISKKFGA

527 SMSK321 RS11065 WP 001085454.1 .MAKKPK. . ...

408 SMU RS09530 WP 002262392.1 .MAKRIK.....
453 Spy49 1753c ACI62003.1 .MAKKLK.....
115 BSU 16940 NP 389576.2 ... e

625 LCA RS02525 WP 011374196.1 ... .. ... .. ...

1313 DR RS12030 WP 0108889%66.1 ....... MSKDATKEISAPTDAK
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1 ..
384545 FZC33 RS31755 WP 149254773.1 ....... MSQTQLRLVE. .
1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTVVKQ. .
1130 NGFG RS03960 WP 003688695.1  ....................
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1  ........ ... ...,
1427 RS RS02760 WP 011000510.1 .MEDG........ KKAA. .
1165 A1552VC RS01565 WP 000344154.1 ....................
1142 GTF74 RS11550 WP 000344154.1 . ...... . ... .. ......
1022 ACIAD RS06390 WP 004925639.1  ....................
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

IEKNFGKG

ﬁKgf KN2| BL Eg A@%gv‘é’vv

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG
IM LG

NRNI D DD HDDIDI >

88D G S QQEENHEY

IEKNFGKGEIM

IEKNFGKG

IEKWFGKG
IEKWFGKG

kokork o ok sk

INNEMDGSQQEENEEYV
IM

IMRLG
MRLG
MRLG

m

NN NNk n v KN NN n NN N

T
S

* 1 1%

LA

RN

VN

Y
L

(]




V
|

logo

i

L0 ATt RN e e L)

of @ Ak

¢

NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT | 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT AQFNQKINGGIWNAF IDAEHALDPY ALWAL G VN SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGIWNAF IDAEHALDPEYY ALWALGVN SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEY ARWAL GVN SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT AQENQKIGGINNAF IDAEHALDPYY ALWAL G VN SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFAQKIRGGINAAF IDAEHALDPEY ABWAL GVN QPD 1563
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMYLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AJAUQKINGGJWNA IDAERJA DPISYARWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ANFAQKIAGGINSAF IDAEHALDPY Y ARRALGVNIIDELL SQPDRIGEQALE Il 1562
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGOKIGGUM¢AF IDAEHALDYRYY AL G VNYD Ll SQPDIJGEQALEIY 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AIEOKINGGUAAF IDAEHALDYR:IY AIGHL GV gy SQPD GEQALEI)S 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINUQKINGGUMAF IDAEHALDE:I Y ASHL.GV Y L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AJINQKWYGGIWNAF IDAEHADIUsEY AINYLG N EL SQPDRJGEQALEIJY 148
NTDB id 384545 FZC33 RS31755 WP 149254773.1 EIYGPESSGKTT AFNQKIAGGUIMAF IDAEHALDPYYAIRYLGVN DELL SQPD GEQALEI 151
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY AMYLGVNDELL SQPDEGEQALEI[¢ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT GAEF DAEHARDPMY AISL G V]S GEQALETI[S 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPYJY ARSL G V)Y GEQALEIH 140
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT VGAE DAEHAJJDPNUY AISL G V]S GEQALEI 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALD|ENY ADISL G V)Y GEQALET[ 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

I EI GPESSGKTT GEQALEI 139
I EI GPESSGKTT GEQALEI 139
I EIYGPESSGKTT SQPDEIGEQALEIJY 139
I EIYGPESSGKTT SQPDYGEQALEIJY 139
I EIYGPESSGKTT SQPD GEQALEIN 139
For ko DUTERD D R T okl Do ko T DEDxbobe DL Thskkskrlork b DLl bxbxl % conk Dkrxlx




o LAY

50, v LR Sl UL PO

NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEJVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR . 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBJGLQAR . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDMHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 227
NTDB id 384545 FZC33 RS31755 WP 149254773.1 G MGDIIWEGLQOAR . 230
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAAL|PKAEI MGD [WJGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAET MGDSH GLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAET MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWPKAETI MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALWYPKAET MGD HVGLQAR . 218

consensus P N N N NN Ty ey o) I Ry oy R R N o e e T R N NN



Logo SVRMR i)k A HoRBEY Miﬂg KWKNKVAA H§ Eule ELLQ éKv\ﬁéKg A XSY“

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF INYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 IBIG. .. .QPTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 IEVA. .. .TLK.QN KVVKNKVAPPF M GEG S DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IRTA. .. ALK.QNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 BRTA....SLK.QNEQH BKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 384545 FZC33 RS31755 WP 149254773.1 BRIG. ... AIK. EV KVVKNKVAPPF IMYGEG S D 305
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCG. .. .VVK. EI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IRTG. ... .SIK. EV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 BTG ....SIK. KV KNKVAPPF D 294
NTDB id 1123 0OK783 RS03845 WP 003688695.1 IMRTG....SIK. KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 BRIG....SIK. KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRTG. ... AIK. KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IRTG. ... AIK. KVVKNK ARPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 BRIG. .. .QVK. KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IRIG. .. .QVK. KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 BRTG. ... .AVK. KVVKNKVAPPF D 293
1

consensus *k D eskok |k * ok bk DL Pl Ix xk ok Dk |k * %k * *kk D oskkok |



logo

NTDB id 600

NTDB id 269

NTDB id 228

NTDB id 194

NTDB id 159

NTDB id 499

NTDB id 527

NTDB id 408

NTDB id 453

NTDB id 115

NTDB id 625

NTDB id 1313
NTDB id 1245
NTDB id 1214
NTDB id 1211
NTDB id 1334
NTDB id 3845
NTDB id 1389
NTDB id 1130
NTDB id 1124
NTDB id 1123
NTDB id 1427
NTDB id 1165
NTDB id 1142
NTDB id 1022
NTDB id 1074
NTDB id 1205
consensus

oo QaENéﬁKﬂg OE DR e

Kw2 RS01765 WP 011675413.1 DEKIGQGA
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1 MAAIRAGNAGEAPALAPAPAAPEAAE.

IEEDNTEEKQSSKEK.......
LEESEEESAMAVASE.......

ZDFUXN!NlX!X‘lX'NZ

ersstPEose  BEe.  VEEEV. | DLeDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . ...
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
IDGEEAAES....KKDE....VAQVDS..VNEEVTLDLGDELEIE

ETDEK. .ADKNLVLELDDTIELE

Cj1673c YP 002345041.1

NCTC11637 00359 SQJ03206.1 DK|SEERCRE\VNEALIRKIABK ARADINITLKEREST[@SNEE . . . . . IMPLPDEPLEEM
C694 RS00795 WP 000963128.1 DKJeEeln[e R V'S A LIBKISDK ARAISITLKERESI[ESNEE . . . . . IMPLPDEPLEEM
RAOC RS04870 WP 004918236.1 = DTiSEERNEGRDT VSE LEKBIIANABAREA KIEKLQAK . . . . . s
45 FZC33 RS31755 WP 149254773.1 SQRESCInICREN\P:N (E 0K BINIDNI A DIKIREG QI ONAGETAE . . . .. RILDNIDPSDAG
A4U84 RS07560 WP 021112712.1  GTQERIEENAYVKESRKIAWANADKIBEOEMANTLASNPN . . . . . SVLKATASDSND.
NGFG RS03960 WP 003688695.1 GAJQNeRIHERIN VIR VIBRKI IS IR A KINHA L N[EMEMH . . . . . ITEGTQDETDGE. .
NGFG RS03960 WP 003688695.1 GARQNCIN[CICRNN VR VERRKINNARISPINEIA KINAALNEMEMH . . . . . ITEGTQDETDGE. .
0K783 RS03845 WP 003688695.1  GAJGNERICISEN VR VIRHKINNANISDIoNEBA KISAA L NEMEMH . . . . . ITEGTQDETDGE. .
RS RS02760 WP 011000510.1 GERSCNERIINCHESARINAINEARSENKWAEHLEMTPM . . . . . GAVTLA.EEVEE. .
A1552VC RS01565 WP 000344154.1 GDj@NeR[eANVNCKMRKIANINIAK TEBBKKIMHEMLLNPEN . . . . . MQLTIAETSSAAD. .
GTF74 RS11550 WP 000344154.1  GDjeNela[ed§ ANWACKMRKINNINIAK TEBKK@IEMLLNPEN . . . . . MQLTAETSSAAD. .

ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

..... DQTAA.HDETEE.
..... NGAVQ.I.EDEE..
..... NTKATPVAEDLA.

DL skesk o sk kkkk ok * * %k

E....... TDDLALDLDNGIEIE
CEL

..... EE............
Ao
B
CEL
DD
.ESDVEEFSEEEL...........
R...... PEE.............
R...... PEE.............
R...... PEE.............
Do
DVEFGAVPEEF............
DVEFGAVPEEF............
LEPDLL..ES..............
EPDLL..LES.............
DADI . oo

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
357
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 C 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 384545 FZC33 RS31755 WP 149254773.1 ... 357
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



