
logo MYIQNLELTSYRNYDEHRAELQFENKVNVI IGENAQGKTNLMEAIYVLSMAKSHRTSNDKEL IRWDEKDYAKI EGRVMKQRNGADIPMQL
NTDB id 38448 BAMF RS20240 WP 013350724.1 MYIQNLELTSYRNYERAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDEDYAKIEGRVMKRNGDIPMQL 85
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGAIPMQL 85
consensus !!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !! !!!!!

logo VI SKKGKKGKVNHI EQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDME IGQVSAPVYLHYDLSLYQKI LSQRNHFLKQLQSTR
NTDB id 38448 BAMF RS20240 WP 013350724.1 VISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSAVYLYDLSLYQKILSQRNHFLKQLQSR 170
NTDB id 353 BSU 00040 NP 387885.1 VISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQRNHFLKQLQTR 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!*!

logo KQTDRTMLDVLTDQL IVEAVAAKVVAVKRLQFTAQLEKWAQP IHASGI SRGLEELTLKYHTALDVSDPKLDLSKIGDNSYQEASFSKLKREKE
NTDB id 38448 BAMF RS20240 WP 013350724.1 KQTDRTMLDVLTDQLIEAAAKVVAKRLQFTAQLEKWAQPIHSGISRGLEELTLKYHTALDVSDPKDLSKIGNSYQESFSKLKEKE 255
NTDB id 353 BSU 00040 NP 387885.1 KQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDVSDPLDLSKIGDSYQEAFSKLREKE 255
consensus !!!!!!!!!!!!!!!*! !!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!! !!!!*!!!

logo I ERGVTLFSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAE IDL IHEE IGEYP I LLLDDVLSELDDYRQSHLLHTIQGRVQT
NTDB id 38448 BAMF RS20240 WP 013350724.1 IERGVTLFGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLSELDDYRQSHLLHTIQGRVQT 340
NTDB id 353 BSU 00040 NP 387885.1 IERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLSELDDYRQSHLLHTIQGRVQT 340
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FVTTTSVDGIDHETLHRQAGMFRVEQNGALVK
NTDB id 38448 BAMF RS20240 WP 013350724.1 FVTTTSVDGIDHETLHQAGMFRVENGALVK 370
NTDB id 353 BSU 00040 NP 387885.1 FVTTTSVDGIDHETLRQAGMFRVQNGALVK 370
consensus !!!!!!!!!!!!!!!*!!!!!!! !!!!!!
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