
logo MFSFFKRKRKKPKPQEI ETPTAPALESEAPQAVQETPTASATKPAVESEVATQIVGNIKEDVED
S
I
LAEPSTVKQGTERAESPSAAVETVSGAVEQVKEPTLVAETMPPASEPAG

NTDB id 384403 FYK34 RS19230 WP 149299330.1 MFSFFKKKPKPIETPASEAPAQTPSTPA....T...........DIAEPTQTEASPAA...........PTLATPPAPA. 53
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!**!*!* ** !!* ! * * **** *********** *!!* ! *! ************!*! *! *!*

logo

EAAERVESAKEAP
VAEPTMVGSEAAVAGQSAVPQEPATVAEPTATEPELHKKLMGSWATAERLKAQGLAKSTRDKLMAGKSLAGVFGGGKQIDGEDLYEELETVL ILT

NTDB id 384403 FYK34 RS19230 WP 149299330.1 ............PAEPMS..AASAPPATEPAPLKKMSWTERLKAGLAKTRDKLGKSLAGVFGGGKIDEDLYEELETVLLT 119
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus *************!!** ** * **! * * *!* ! !!! !!!!*!!!**!!!!!!!!!! ! !!!!!!!!!!!*!

logo

A
GDMGMDEATEVHYLLMGKDVREGRVSLKGLKDAGNSELKRGALKDEASLQYDL IGKPLEKVPLNVLVPEGTKEKPFVIML

M
A
TGI

VNGAGKTTS IGKLAKY
NTDB id 384403 FYK34 RS19230 WP 149299330.1 ADMGMDATVHLLGDVRERVSLKGLKDASELKGALKDSLQDLIGPLEVPLNV.EGKKPFVIMMTGVNGAGKTTSIGKLAKY 198
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *!!!!*!! *!* !!! !!!!!!!!!* !!*!!!!* ! !!! !!! !! **! ! !!!!!* !*!!!!!!!!!!!!!!!

logo

F
YQASQGKSVLLAAGDTFRAAAREQL IQAWGEGRNNVTVIASQQTGTGDSAAVCFYDAI

VQAAKVARGIDIVLADTAGRLPTQLHLMEE I
NTDB id 384403 FYK34 RS19230 WP 149299330.1 YQSQGKSVLLAAGDTFRAAAREQLIAWGERNNVTVIAQQGGDSAAVCYDAIQAAVARGIDIVLADTAGRLPTQLHLMEEI 278
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus *! !!!!!!!!!!!!!!!!!!!!! !!! !!!!!!! ! !!!!!!!*!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo KKVKRVI
LQKAI

LPDGAPHE I
V
I
V
L
VVLDANIGQNATVNQVKAFDDALGLTGL I LVTKLDGTAKGGI

V
I
LAAI

LAKSDQRPVPLVRFYIGVGEGS I
NTDB id 384403 FYK34 RS19230 WP 149299330.1 KKVKRVIQKALPDAPHEVVLVLDANIGQNTVNQVKAFDDALGLTGLILTKLDGTAKGGVIAAIAKQRPVPLRFIGVGESI 358
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
consensus !!!!!!*!!!*! !!!!***!!!!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!**!!*! !!!!*!*!!!!! !

logo DDLRPFDNASRADFYI
VDALFLDE

NTDB id 384403 FYK34 RS19230 WP 149299330.1 DDLRPFNSRDYIDALFE 375
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
consensus !!!!!! ! **!!! *

X non conserved

X similar

X ≥ 50% conserved


