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NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 384402 FYK34 RS19200 WP 149299320.1 ......MKKQMQQGFTLIELMIVVAIIGILAAVAIPAYQNYTVRARVTEGLSLADTAKLAVAENAASGVKYSNGWN.... 70
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPS... 69
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA... 68
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA... 68
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logo

NKTAAAGGGA
T
A
GGYASVASACAVGSTVSQE I SVA

S
F
S
P
H
N
A
T

P
A
S
T
T
P
K
Y
NVKQSANTSALIVGKATCVIATGGTEGAADSTVSATNPW

G
D
Q
VI IT I

V
A
T
I
M
Y
D
Q
S
T

A
T
N
T
VAASE

NANTLVL IGP I
Y
P
T
V
A
T
G
K
A
L
S
A
D
K
GGANTGDNTLVI IRTVAMLFPVTDPLST

NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQ.....HASKYVKSVKVT..EASPWDITVAISAT....EAN.....GIPTGLDGNTIRLFPL 137
NTDB id 1424 RS RS02795 WP 011000517.1 ................GSS...VFTPTKNVANLTIAGTGTVPGQITVTYT.................TAAGGGTLALVPT 118
NTDB id 384402 FYK34 RS19200 WP 149299320.1 ......................APTATKNVSTVGIT...DSTGVITITYQANVAASNANTLVLIPYTVASGGTDVALPDS 125
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .........TAGSSCVGVQEISASNATTNVATATCG..ASSAGQIIVTMDT................TKAKGANITLTP. 121
NTDB id 1274 LPP RS09530 WP 011214168.1 .........TGYV.........SPAATPNVASIAIG..A..NGVITITY.T................AAAGGGTIVMTP. 108
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........TGYV.........SPAATPNVQSIAIG..A..NGVITITY.T................AAAGGGTIIMTP. 108
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NTDB id 1188 NELON RS01755 WP 003772458.1 VNK.AVP.AATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 AAGTALPVSSAPSGPIMWTCYAQNKAQAASSV...APSGTMSLAAKYAPAECR. 168
NTDB id 384402 FYK34 RS19200 WP 149299320.1 TAS.....FTPPSSNIVWQCASAGTATLKV......GSVKGTLDSSLVPAECR. 167
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........T.YASGAVTWKCTT..................TS.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ........TLQANGDVTWTCTG..................GTLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........TLQANGDVTWTCTG..................GTLLAKYRPASCRP 136
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