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NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVE......GLDSRSVAAIGGAKAAEEA 74
NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAED........PLGFLRERF......PEAWRHL.....PEAEAQA 48
NTDB id 1021 ACIAD RS00975 WP 004930462.1 ....MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKRLEEVHTLQG...QQQF 73
NTDB id 384400 FYK34 RS18920 WP 149299220.1 ........MSDAARDWLRLALTPGIGPVGFLKLIDAFGSAGSAVAARA.AQTEKLVGREAA.EA....LQNGA..AAEAV 64
NTDB id 1094 KZH42 RS01320 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPA.EQVAALIRHKQALEAWRNAEKRAL..ARQAA 70
NTDB id 1089 NMB RS00600 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPA.EQVAALIRHKQALEAWRNAEKRAL..ARQAA 70
NTDB id 1122 OK783 RS09595 WP 003705341.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPA.EQVAPAVRHKHALEAWRNAEKRAL..ARQAA 70
NTDB id 1120 NGFG RS10355 WP 020997408.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPA.EQVAPAVRHKHALEAWRNAEKRAL..ARQAA 70
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .........MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSS.VDLEEAGLPSWLAQTIKNFD.......PDFI 63
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ....MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSK.DTPSNIVQYST.EQLQLLGLTAKQLQAWSQVD........KEV 66
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .........MTHLTKLLALLQVPQLGAQRIGRLLSE.VDFGEFCQYDK.TALKQMGWNERQIQRWFNPE.......HKWI 62
NTDB id 1361 HI 0985 AAC22646.1 ........MNDITYTLLRLMQVPKLGGVGIDKILSN.ITLNELLNYDD.VAFRQMGWGAIQIRRWFKPE.......AKFI 63
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NTDB id 1314 DR RS00625 WP 010886768.1 RAELNKAAE.RGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGE 153
NTDB id 1037 TT RS09535 WP 011174226.1 ERERRRAEA.LGVRLLGLWEEGFPEGLKALPQPPTHLYLKGELP........PEREAVALVGTRRASPWALAFARKLARE 119
NTDB id 1021 ACIAD RS00975 WP 004930462.1 EKMLAQLQT.HTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQS.......LIQPQIAVVGSRKPSPHGRQVAYDFSYF 145
NTDB id 384400 FYK34 RS18920 WP 149299220.1 DAALAWAEG.DGCHLLTLLDDDYPPQLAEAASPPPLLFARGRREL.......LARPMLAVVGSRAATPQGKRNAEDFAAA 136
NTDB id 1094 KZH42 RS01320 WP 002224767.1 EAALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQL.......LHKPSAAIVGSRHATPQAMRIAKDFGKS 142
NTDB id 1089 NMB RS00600 WP 002224767.1 EAALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQL.......LHKPSAAIVGSRHATPQAMRIAKDFGKS 142
NTDB id 1122 OK783 RS09595 WP 003705341.1 EAALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRL.......LHKPSAAIVGSRHATPQAMRIAKDFGRA 142
NTDB id 1120 NGFG RS10355 WP 020997408.1 EAALEWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRL.......LHKPSAAIVGSRHATPQAMRIAKDFGRA 142
NTDB id 1250 GCO85 RS13065 WP 027219989.1 KTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSA.......LTQPSLAIVGSRNASVTGNENARAFSRE 136
NTDB id 1399 DSB67 RS15600 WP 010645755.1 DACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASC.......LPQPQIAMVGSRNASVDGLQHTRTFASD 139
NTDB id 1388 A4U84 RS04945 WP 062924099.1 DQALQWAEQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVES.......LSLPQIAIVGSRDYSHYGEHWAGHFSAE 134
NTDB id 1361 HI 0985 AAC22646.1 EPALVWSQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTA.......LSQRQMAMVGSRYCTTYGEYWAKHFATE 135
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NTDB id 1314 DR RS00625 WP 010886768.1 LAAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRM.....VVVSEYPLGTGPAQHH 228
NTDB id 1037 TT RS09535 WP 011174226.1 LSEAGLWVVSGLARGIDREAHLGALEA.....GGRTLGVLGSALDRVYPPENRPLAQRM.....DLLSEFPFGTGPKPEF 189
NTDB id 1021 ACIAD RS00975 WP 004930462.1 LSEKGFYITSGLAHGIDEAAHQGSLVH.....H.RAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAH 219
NTDB id 384400 FYK34 RS18920 WP 149299220.1 LAAHGYTIVSGLASGIDAAAHQGALAH.....PASTVAVIGTGIDRVYPASNRQLAHRI.AAEGLILSEFPLGFGPLSGN 210
NTDB id 1094 KZH42 RS01320 WP 002224767.1 LGGKGIPVVSGMASGIDTAAHQGALQA.....EGGTIAVWGTGIDRIYPPVNKNLAYEI.AEKGLIVSEFPIGTRPYAGN 216
NTDB id 1089 NMB RS00600 WP 002224767.1 LGGKGIPVVSGMASGIDTAAHQGALQA.....EGGTIAVWGTGIDRIYPPVNKNLAYEI.AEKGLIVSEFPIGTRPYAGN 216
NTDB id 1122 OK783 RS09595 WP 003705341.1 LGGKGIPTVSGMASGIDTAAHQGALEA.....EGGTVAVWGTGIDRIYPPANKNLAYEI.AEKGLIVSEFPIGTRPYAGN 216
NTDB id 1120 NGFG RS10355 WP 020997408.1 LGGKGIPTVSGMASGIDTAAHQGALEA.....EGGTIAVWGTGIDRIYPPANKNLAYEI.AEKGLIVSEFPIGTRPYAGN 216
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ISRHGVSIVSGLALGIDAHAHLGCLEG.....GGKTIAVLGTGIDCIYPRRHLKLAEQI.TENGLLLSEFPLKSPPIAGH 210
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LVQHDLIVTSGLALGIDGHAHDGALLA.....GGKTIAVLGSGLEQVYPARHRGLAQRV.AENGALVSEFRPDAKPRAEN 213
NTDB id 1388 A4U84 RS04945 WP 062924099.1 LVKHQLAVTSGLAIGIDGFCHQRAANE.....NGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAEN 209
NTDB id 1361 HI 0985 AAC22646.1 LSLAGFTITSGLALGIDGHCHQAVVNI.....QGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAAN 210
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NTDB id 1314 DR RS00625 WP 010886768.1 FPSRNRVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGL 308
NTDB id 1037 TT RS09535 WP 011174226.1 FPRRNRLIAGLCRAVVVVEAPLDSGALITARHALELGKEVLAVPGRPMDERSLGANRLIQDGAYPVLSAEDVLSYLGMSA 269
NTDB id 1021 ACIAD RS00975 WP 004930462.1 FPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPT 299
NTDB id 384400 FYK34 RS18920 WP 149299220.1 FPRRNRIIAGLARGCLVVEAGTASGSLISARLAMESNREVMAIPGSIHNAQARGCHRLIKDGARLVETPEEVLDEVGRLG 290
NTDB id 1094 KZH42 RS01320 WP 002224767.1 FPRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLL 296
NTDB id 1089 NMB RS00600 WP 002224767.1 FPRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLL 296
NTDB id 1122 OK783 RS09595 WP 003705341.1 FPRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLL 296
NTDB id 1120 NGFG RS10355 WP 020997408.1 FPRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLL 296
NTDB id 1250 GCO85 RS13065 WP 027219989.1 FPLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEH 290
NTDB id 1399 DSB67 RS15600 WP 010645755.1 FPRRNRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLL 293
NTDB id 1388 A4U84 RS04945 WP 062924099.1 FPRRNRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQR 289
NTDB id 1361 HI 0985 AAC22646.1 FPRRNRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS 290
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NTDB id 1314 DR RS00625 WP 010886768.1 APAP..................................AVPDLPPEQARVLRALQTPAT..LDDLAATTGLSIPELQTAL 352
NTDB id 1037 TT RS09535 WP 011174226.1 RPKP...................................LPGLSPEEEALYALLQEKKEALPEALAMALGIPPERVLSLL 314
NTDB id 1021 ACIAD RS00975 WP 004930462.1 H.WHSQSTASGEANAD..........DSGKT.......DDADLPDDLLPLYQLLDWQ.GQDLDQLAQHYQGSTAELTAQL 360
NTDB id 384400 FYK34 RS18920 WP 149299220.1 ASAPA............................TPP....PRQAGPASPLLEAMGWE.PVLADALADAVGLTGAEVYAML 337
NTDB id 1094 KZH42 RS01320 WP 002224767.1 QNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFD.PVHPDVLAGQLAMPAADLYAAL 375
NTDB id 1089 NMB RS00600 WP 002224767.1 QNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFD.PVHPDVLAGQLAMPAADLYAAL 375
NTDB id 1122 OK783 RS09595 WP 003705341.1 QNTGASSYSINKDTPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFD.PVHPDVLAGQLAMPAADLYAAL 373
NTDB id 1120 NGFG RS10355 WP 020997408.1 QNTGASSYSINKDTPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFD.PIHPDVLAGQLAMPAADLYAAL 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 HQFT.....SNK..........................PIFSLASGKENLVKFIGFE.TTTIDQIIDRSGYGMEQVTSGL 338
NTDB id 1399 DSB67 RS15600 WP 010645755.1 D.WS.....INQSLDL...................FSAPIDEEELPFPQLLANVGNE.ATPVDILASRTNIPVQEVMMQL 347
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QSVH.....IQPSL.FDTKP......KQAVKSEPKFAKNLPELTACQQQLFEQISLE.PISVDDLAKATDMAVETALIEL 356
NTDB id 1361 HI 0985 AAC22646.1 ..IH.....SQTEIDFDQIAV....PNYTPPPDPR...RL.VEAPSHPKLYSRIGYT.PVSIDDLAEEFNLSVDVLLVQL 354
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NTDB id 1314 DR RS00625 WP 010886768.1 VMLQLQGLAYEV.GGRWSR.... 370
NTDB id 1037 TT RS09535 WP 011174226.1 TLLELKGLARALPGGRYGPG... 334
NTDB id 1021 ACIAD RS00975 WP 004930462.1 MELELLGVCIQQSGRYLRCRSPY 383
NTDB id 384400 FYK34 RS18920 WP 149299220.1 LELELDGQVASVAGGRFQRLAQN 360
NTDB id 1094 KZH42 RS01320 WP 002224767.1 LELELDGSVAAMPGGRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 LELELDGSVAAMPGGRYQRIRT. 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 LELELDGSVAAMPGGRYQRIRT. 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 LELELDGSVAAMPGGRYQRIRT. 395
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AELELKGAVIAVPGGYIRCEYER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LELELSGHVVAVSGGYIRKGRG. 369
NTDB id 1388 A4U84 RS04945 WP 062924099.1 LNLELLGVVKQVRGGYVIT.... 375
NTDB id 1361 HI 0985 AAC22646.1 LDLELQDLIISENGLYKRV.... 373
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