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NTDB id 384394 FYK34 RS13940 WP 149297378.1 ................................MKKLFAAVAALLLLCNVAWAAVNLNTATPQQLETLKGIGPAKAKAIVD 48
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV.LFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAE 79
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV.LFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAE 79
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV.LFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAE 79
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV.LFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAE 79
NTDB id 1242 Cj0011c YP 002343483.1 ................................MKKL...LFLFFALTAFLFGAVNINTATLKELKSLNGIGEAKAKAILE 45
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NTDB id 384394 FYK34 RS13940 WP 149297378.1 YRAKNGPFKTVDDLKKVSGIGDKTLEKLRKDLVVGGAAPSPAAKPSPAAKPAAKPAAK 106
NTDB id 1127 NGFG RS10560 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK...... 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK...... 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK...... 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK...... 131
NTDB id 1242 Cj0011c YP 002343483.1 YRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE....................... 79
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