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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSG..KLSPEMLAR.......SLAAQL 388
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSG..KLRPEALAQ.......AVATQL 388
NTDB id 1410 SGL RS13950 WP 010873519.1 SSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1366 NTHI RS01950 WP 011271972.1 ...................................................MTSYA..LLHTQRVTA.......QNGEIF 20
NTDB id 1355 HI 0298 AAC21962.1 ...................................................MTSYA..LLHTQRVTA.......KNGEVF 20
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNE.SQAGKEVLPMLFSDG..VISPKSLAA.......LIARVF 56
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELS..IFHAQELTE.......QLSHIF 57
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSG..FFQSHELTE.......HLSSVF 57
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSG..FFTSSELAE.......HLSSIF 57
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEV..HLSPSLLAE.......TISAEF 65
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNF..SISPLTIAE.......IISLEF 65
NTDB id 38423 FBAL RS01915 WP 013343883.1 ..........................................................MLEPANVNI.......QMKPNF 15
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNK..ILSAEQIAL.......TAAQNF 65
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NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPDP.....KVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KEILPA 455
NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPA 460
NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKG..FELRRL 161
NTDB id 1366 NTHI RS01950 WP 011271972.1 T........ISPDL.....WERNQQQQSLLLRYFALPLKEE...NNRLWLGVDSLSNLSACETIA...FITG..KPVEPI 79
NTDB id 1355 HI 0298 AAC21962.1 T........ISPDL.....WERNQQQQSLLLRYFALPLKEE...NNRLWLGVDSLSNLSACETIA...FITG..KPVEPI 79
NTDB id 1110 NGFG RS09235 WP 003689817.1 SYSILDLRHYPRHR.....VLMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTV...SAAG..IAVELV 123
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GLPETDLSRYDYAN.....LCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFR...FATG..LQVELA 124
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GLSCTSLNQYEYAS.....LCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFR...FATG..LQVELV 124
NTDB id 1293 VP RS12240 WP 005479695.1 GLSQPELSQYEYAS.....LCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFR...FATG..LQVELV 124
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEPYFDLDVYDTSQ.....IPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIR...FNSK..LLVEPV 132
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GEPLLDLGVFDPAL.....FLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIR...FNSK..LKVEPI 132
NTDB id 38423 FBAL RS01915 WP 013343883.1 GIPQMDVSYLVTDF.....IEDSFLNTKLIEKHNAVPLTVR...DNRLLIAIADPDNFEALEDFK...FNLG..YHAEPI 82
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GVPMLDINCIDVGT.....IPVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQ...FHTG..LNTHAI 132
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NTDB id 1306 DR RS10060 WP 027479822.1 VMAEKDIIRLIERYFGEKGFEKLNKEL..AER.....................NKTQQSQEADLSVADESAIVQVVDSII 512
NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEF..AKK.....................QAEEEV..PSPLELDESAAQKFVKQVI 515
NTDB id 1410 SGL RS13950 WP 010873519.1 VVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKIL 241
NTDB id 1366 NTHI RS01950 WP 011271972.1 LLESSQLKELLQQLTPHQMQVEEQVK.............................FYQHQETHFEQEDDEPVIRLLNQIF 130
NTDB id 1355 HI 0298 AAC21962.1 LLESSQLKELLQQLTPNQMQVEEQVK.............................FYQHQETHFEQEDDEPVIRLLNQIF 130
NTDB id 1110 NGFG RS09235 WP 003689817.1 IVEDDQLAGLLDWVGSRSTSLLQELGEGQEEE.......................ESHTLYIDNEEAEDGPVPRFIHKTL 180
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LADHRALQAAIRRLYGRSIQGAANQGKEISQDELAN............LVKVSDD..ELQSIEDLSQDDSPVSRFINQVL 190
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAG............LVDIGED..EIENIEDLSQDESPVSRYINQIL 190
NTDB id 1293 VP RS12240 WP 005479695.1 LADFRELSTAIRRLYGRSLSHEKSGLKEINQEELAS............LVDVGAD..EIDNIEDLSQDESPVSRYINQIL 190
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IVEHHKLEKVLGQHFAEESSFDFNDEE.FD...L.D............VNLDGPT.AQEDEEEAPQGDEAPIVKYINKLL 194
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IVEHDKLERLLSEHFVEETHFNFDTEE.LD...L.D............VEVDPHT.TDDDDEDDKLKDEAPIVKYINKLL 194
NTDB id 38423 FBAL RS01915 WP 013343883.1 QVDKNSLDKLISELLQEDLGQ.LEITE.EDEKNLAH............I....DTEDDKKQDDVSGADDAPIVVFLNKIM 144
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VVETDKLSALIDNLLTAKESQGLSEYV.EDSGDLEG............LEISADDEDQDIDTATSVTDDAPIVKFVNKIL 199
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NTDB id 1306 DR RS10060 WP 027479822.1 REAALQDASDIHIETTEDAVKVRYRIDGALREQNSF.PKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKK..GSIDLD 589
NTDB id 1028 TT RS08215 WP 011173991.1 REAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTL.PKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYRE..GAIDVD 592
NTDB id 1410 SGL RS13950 WP 010873519.1 AKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKVD 319
NTDB id 1366 NTHI RS01950 WP 011271972.1 ESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLI.SKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.SDILD 208
NTDB id 1355 HI 0298 AAC21962.1 ESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLI.SKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.SDILD 208
NTDB id 1110 NGFG RS09235 WP 003689817.1 SDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVD 259
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAID 268
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1293 VP RS12240 WP 005479695.1 LDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAID 272
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTID 272
NTDB id 38423 FBAL RS01915 WP 013343883.1 TEAIRKGASDLHFEPYENEYRIRFRIDGMLHTVNTP.PVGLGPRLSARIKVMSRLDLAERRLPQDGRIKLKVGK.KTMID 222
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAID 277
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NTDB id 1306 DR RS10060 WP 027479822.1 LRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNT 669
NTDB id 1028 TT RS08215 WP 011173991.1 LRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNT 672
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
NTDB id 1366 NTHI RS01950 WP 011271972.1 FRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHI 288
NTDB id 1355 HI 0298 AAC21962.1 FRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHI 288
NTDB id 1110 NGFG RS09235 WP 003689817.1 FRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNI 339
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