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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 384110 FZF10 RS18035 WP 149137369.1 ......MTLGLALA....QSRRIAPALLA.QLEQ.....SAREKKSQLIDEIIGSGTMSAHDVAIFAADKYQLPLLDLAQ 64
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 384110 FZF10 RS18035 WP 149137369.1 YNLNRVPPALAGNREFHAHRLLPLGRRENRLIVALSDPTNQAGVDAIKQKFN.....LPVETVVVEHDKLMKHVRAAGEA 139
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAK...............KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLR 540
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAE...............RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYR 537
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQG......KEISQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLR 215
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGL......KEINQDELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLR 215
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGL......KEINQEELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLR 215
NTDB id 384110 FZF10 RS18035 WP 149137369.1 LGTMKNVSPVTPTATKMIEYDPVAA....AASARKGTPGNEIDDAPVVRFLQKLLTEAFQRGASDLHFEPFEFFYRVRFR 215
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLLQE.........LG..EGQEE....EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFR 205
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVED....SGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYR 224
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDFNDE.......EFD...LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYR 219
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHFNFDTE.......ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYR 219
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NTDB id 1028 TT RS08215 WP 011173991.1 IDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG...........AIDVDLRLSTLPTVYGEKAVMR 609
NTDB id 1306 DR RS10060 WP 027479822.1 IDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG...........SIDLDLRLSTLPTVYGEKAVMR 606
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR..........DTAIDMRVSTLPTLWGEKIVLR 285
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ..........DTAIDMRVSTLPTLFGEKIVLR 285
NTDB id 1293 VP RS12240 WP 005479695.1 CDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ..........DTAIDMRVSTLPTLFGEKIVLR 285
NTDB id 384110 FZF10 RS18035 WP 149137369.1 VDGVLQEVARPPLDIRDKIATRIKVLSRLDISEKRVPQDGRMKLLLSLPKDKDAKEVIEKAIDFRVSTLPTLFGEKIVMR 295
NTDB id 1110 NGFG RS09235 WP 003689817.1 VDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQK.........GGKPVDFRVSTLPTLFGEKVVMR 276
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK..........SRAIDFRVSTCPTSAGEKVVMR 294
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK..........SKAIDFRVNSLPTLFGEKLVLR 289
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NTDB id 1028 TT RS08215 WP 011173991.1 LLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQT 689
NTDB id 1306 DR RS10060 WP 027479822.1 LLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQS 686
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQV 365
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQV 365
NTDB id 1293 VP RS12240 WP 005479695.1 LLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQV 365
NTDB id 384110 FZF10 RS18035 WP 149137369.1 ILESSSDKLDIDQLGYEPAQKALLLEVIKRPYGMVLVTGPTGSGKTVSLYTFLNMLNQGDINISTAEDPAEIQLPGINQV 375
NTDB id 1110 NGFG RS09235 WP 003689817.1 ILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQV 356
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQV 374
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQV 369
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQV 369
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