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NTDB id 384106 FZF10 RS13600 WP 149137595.1 ..........................................................................MPVPAQ 6
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 384106 FZF10 RS13600 WP 149137595.1 VPPPP..PAPVAYEPPVVEE.LELTPPPAQTAEAKRGWMTRLRAGLSKTSR....NLGTLFVGVKVDEALFEELETALLM 79
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 384106 FZF10 RS13600 WP 149137595.1 ADAGVEATEFLLGELRRRVKNERLETAEGVKTALRELLTDLLRPLEKTMELG.REQPLVMMIAGVNGAGKTTSIGKLCKH 158
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 384106 FZF10 RS13600 WP 149137595.1 FQAYHQSVLLAAGDTFRAAAREQLTIWGERNNVTVVAQEGGDPAAVIFDAVNAARARKIDIVMADTAGRLPTQLHLMEEL 238
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 384106 FZF10 RS13600 WP 149137595.1 KKVKRVIGKSMPTAPHEVLLVIDANTGQNALSQTRAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKV 318
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 384106 FZF10 RS13600 WP 149137595.1 EDLQPFKAEEFAEALLG 335
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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