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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 384104 FZF10 RS13420 WP 149136765.1 ..MASVNKVILVGNLGADPETRYMPSGDAVTNIRLATTDRYKDKQSGDFKEATEWHRIAFFGKLAEIAGQYLKKGSSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGG............APYEEGYGQSQEAYQRPAQQSRQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGG............APYDEGYGQSQEAYQRPAQQSRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWN..QAPAQTNY..NQGGYSDNYAQNN... 147
NTDB id 384104 FZF10 RS13420 WP 149136765.1 EGRIRTRKWQDQSGQDKYSTEIVAD....QMQMLGGRASGGGEEGSFGGGGGGYSREAQGGAGGGGGGYGGGRAQGGAQG 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.....GGMNVPAQQ......GSWGQPQQPAK... 146
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NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 384104 FZF10 RS13420 WP 149136765.1 GGAQGGGQRRPQ..Q....SPSNGFEDMDDDIPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .QHQPMQQSAPQ..QYSQPQYNEPPMDFDDDIPF 177
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