
logo

MA
M
A
M
S

A
M
R
S
G
L
VNKVI ILVIGRNLGNQRDPDEMVRFTYTMPSNGDGTEAVCATNI

F
L
N
T
S
I
L
VATTSDESTWRTNDKRAMQSNTGEQQRKQRVEKVRTEWHNRVIVTFLMF

Y
G
N
R
R
K
Q
LAEVI SAQGEQYLKRKGGSQKLVYVIL

NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 38404 HELO RS01390 WP 013331020.1 .MARGVNKVILIGNLGQDPEVRFTPSGTAVANLNLATTDTWTDRQSGQRQERTEWHRVVMFNKLAEISQQYLRKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYEEGYGQSQ..EAYQ.................... 130
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYDEGYGQSQ..EAYQ.................... 130
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGN...QGSGWNQAPAQTN.......YNQGGYSDN.. 142
NTDB id 38404 HELO RS01390 WP 013331020.1 EGRLQTRKWQDQNGQDRYSTEIVANDMQ....MLDSRGGEMGGAPQ.GGFGGGQPQQQQQGGFGGQPQQQPQGGFGGQPQ 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.GGM....NVPAQQG.............SWGQPQ 142
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FDDEDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 RP.AQQSRQPASDAPSHPQEAPAA......PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RP.AQQSRQPAPDAPSHPQEAPAA......PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...YAQNNNFNGGNATRPQPAQKP..........AAQAEPPMDNFDDDIPF 180
NTDB id 38404 HELO RS01390 WP 013331020.1 QPPQQQGGNYGGGQPQRPPQQPAPNQGGQQGGNYGAPDPGSFDDFDDEIPF 205
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPAKQH..........QPMQQSAPQQYSQ..PQYN....EPPMDFDDDIPF 177
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