
logo MKNI F IHNLPTWLGDATVMASAPAI
LYATIKEHKFYKPDQAKQF ITFLYGSFVSTAELFKEYFEPNASKQI IL IVENKKLQSRYKQAI LKSALRKENLGKFIDLASFASFRSAF

NTDB id 383981 CLCT RS05990 WP 149062571.1 MNIFINLPTWLGDAVMASAAIYAIKEKYPQAKFTFYGSFVSTELFKYFENAQILVENKKQRYKQILKARKNLGKFDLAFSFRSAF 85
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFAFRSAF 85
consensus ! !!!*!!!!!!! !!!!*!*! !!!*** ! ! !!!!!!! !!! !*! !**!!! !!!! ! !! !!! !! ! !!!!!

logo SSKI I LHNI
L
I
LKATKKQRFYFYFDKNI

K
L
YKEEHQVLKYLNYF I EKNASLNSFIKAHTFLKNDVLKLPFIKALKFQNPL I LKRNSGTKQKI

LLG I
LNAPGAHSFGSAKRWDEA

NTDB id 383981 CLCT RS05990 WP 149062571.1 SSKIILNLIKAKKRFYFDKNILKEEHQVLKYLNFIEKALNFKATLNVLKLPIKA........KSTQKLLGINAGAHFGSAKRWEA 162
NTDB id 1241 Cj1148 YP 002344539.1 SSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGASFGSAKRWDA 170
consensus !!!!!!***! ! !**!!!! !!!!!!!!!! !!! ! !!* !!!! ! ********* !*!!*!*!!*!!!!!!!*!

logo SYFAKRVAKLENFSFQSTHDKI L I FGAVEGKASEQRE I
LCDNE I EYHQI

YLKLEKEQGNIKAVKNLCGNKTNTIKYTLCKQNIASFMCLDLFL ITNDSGPMHI
L
G
SAVYGKVKTVA

NTDB id 383981 CLCT RS05990 WP 149062571.1 SYFARVAKEFSFTHKILIFGVE.SEREICDEIEHYLLKEGIKAKNLCGKTNIYTLCKNISMLDLLITNDSGPMHIGAVYGVKTVA 246
NTDB id 1241 Cj1148 YP 002344539.1 SYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDSGPMHLSAVYKVKTVA 255
consensus !!!!*!! !! *! !!!!! * ! !*! !! * ! !! !!!! !! ! !!! !! *!! !!!!!!!!!* !!! !!!!!

logo I FGPSTKFSTQTSPWQKNENAKI
L
A
VHLDNLACMPCMQKTCPLKHHKCMKDLKPEKVVI ENLQAKNTFLFLKNSHL

NTDB id 383981 CLCT RS05990 WP 149062571.1 IFGSTKFSQTSPWQK.NAKIAHLNLACMPCMQKTCPLKHHKCMKDLKPEVVINLAKTFF..... 304
NTDB id 1241 Cj1148 YP 002344539.1 IFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!*!!!*!!!!!! *!!!* !! !!!!!!!!!!!!!!!!!!!!!!!!! !! !! *****
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