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NTDB id 1019 ACIAD RS04205 WP 004922051.1 .............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETH 67
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .............MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEALSVAD.VTALLHAMMDDARQAEFKQTR 66
NTDB id 38396 SAUT RS06915 WP 013327167.1 MSEEVAAQSSSQKMDIKKLLKSVLAFKSSDLHLVVGSEPQIRIDKELRALNLPVLTANDVEEMAYSLIEDKQKKVFEEHN 80
NTDB id 1307 DR RS10055 WP 010888596.1 .........MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKR 71
NTDB id 1116 NGFG RS10615 WP 003690200.1 .............MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQNL 67
NTDB id 1086 NMV RS00245 WP 002218487.1 .............MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQNL 67
NTDB id 1185 GTF74 RS11940 WP 000350195.1 .............MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKL 67
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .............MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKL 67
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFF 67
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFF 67
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .............MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFL 67
NTDB id 1202 PSJM300 01600 AFN76400.1 .............MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFL 67
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .............MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKL 67
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 .............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKL 67
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 ECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQH 147
NTDB id 1177 A1552VC RS01165 WP 000422572.1 EANFAVVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGY 144
NTDB id 38396 SAUT RS06915 WP 013327167.1 ELDFSFEL.KDIGRFRANFYRTIHGIACAFRMIPIEIPTLDEYGNPPIFKELVKKEKGLILVTGPTGSGKSTTLASMLHE 159
NTDB id 1307 DR RS10055 WP 010888596.1 ELDFSFAL.GDKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDH 150
NTDB id 1116 NGFG RS10615 WP 003690200.1 EVDFSFEL.PNVARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINY 146
NTDB id 1086 NMV RS00245 WP 002218487.1 EVDFSFEL.PNVARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINY 146
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EVDFSFEL.PNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNY 146
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EVDFSFEL.PNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNY 146
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ETDFSFEI.ANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDY 146
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ETDFSFEI.ANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDY 146
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ETDFSFEV.PGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1202 PSJM300 01600 AFN76400.1 ETDFSFEV.PGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ETDFSFEV.PNLARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ETDFSFEV.PNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ETDFSFEV.PNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ETDFSFEV.PNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 RNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFA 227
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMA 224
NTDB id 38396 SAUT RS06915 WP 013327167.1 INMTERRHIITIEDPVEFVHKNIKSLFSQRDVGSNTESFATALKYSLRQDPDIILIGEMRDAETIGAALTAAETGHLVFG 239
NTDB id 1307 DR RS10055 WP 010888596.1 INTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMG 230
NTDB id 1116 NGFG RS10615 WP 003690200.1 INETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVFG 226
NTDB id 1086 NMV RS00245 WP 002218487.1 INETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVFG 226
NTDB id 1185 GTF74 RS11940 WP 000350195.1 VNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFG 226
NTDB id 1176 A1552VC RS01160 WP 000350195.1 VNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFG 226
NTDB id 1283 ACE17W RS02630 WP 010947729.1 INSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFG 226
NTDB id 1259 GCO85 RS10305 WP 010947729.1 INSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFG 226
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1202 PSJM300 01600 AFN76400.1 LNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1020 ACIAD RS04210 WP 011182164.1 INNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1060 ABD1 RS04380 WP 000355489.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1040 H0N27 RS13360 WP 000355489.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
consensus *! * !!*!*!!!*!!*! *******!!*****! ** !!***!!**!!*!!*!!*!* !****!***!!!!!!***

logo TLHATSNTGNSANPTAEGQKASTLVI ENDRVI LVIHDFLVVFDPEKGADGSERDQEHRQKQASEDQMF
I
V
F
L
R
L
M
T
V
A
S
D
Q
MLASNSLENSLKRTVQGSAVMVITASQKNSQTL ILRPKDTRKAKHEIDVNKGKSNQGSGKRHRVGLATVCSAFQVYLHEVI LMMLITCNAGSINTGPLRALVIAQSRADNQYL IRQREGNDEKLTIVFYHTAEKQLIMTKNYAESLQTIVASLMI

NTDB id 1019 ACIAD RS04205 WP 004922051.1 TLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELM 307
NTDB id 1177 A1552VC RS01165 WP 000422572.1 TLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATM 304
NTDB id 38396 SAUT RS06915 WP 013327167.1 TLHTNSAPGTINRIIDVFDGEEQAQVRAQLASSLVAVVSQTLIPR.VGSGKVATQEILITNPAVQNQIREDKVHQIYSQM 318
NTDB id 1307 DR RS10055 WP 010888596.1 TLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVM 310
NTDB id 1116 NGFG RS10615 WP 003690200.1 TLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINSVL 306
NTDB id 1086 NMV RS00245 WP 002218487.1 TLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINSVL 306
NTDB id 1185 GTF74 RS11940 WP 000350195.1 TLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSII 305
NTDB id 1176 A1552VC RS01160 WP 000350195.1 TLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSII 305
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSI 305
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSI 305
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAI 305
NTDB id 1202 PSJM300 01600 AFN76400.1 TLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSI 305
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSI 305
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAI 305
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAI 305
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAI 305
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