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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 MTSGIDYVKQYGKANAAYCRGDLDEAVSLIDQLAQEYPDDPHTLLLRGHIFLSMQQYQIAQQEYEKVLKITQQPDLLDYA 80
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCA 80
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 ERGLEQIQLVESDFDEMDFTIDETEGFTVSQANLNTDESFEQPDFSHWSQHPDMPDLEEMDWGNQPTVHWNPDDDDMGEP 160
NTDB id 1418 SGL RS04210 WP 010871656.1 NQALGQIQEEEPRGNGAKDSLD.......................QDWQSDIDAID.NSMAWETGV.....FTEEDFGEP 131
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 TIGKEFSRHQ..FANPFAEDAETSFNPDLSQFEDLAETFGLPSEPSHHPELERYVNSLDQPGADDDQTNFYWHNNADEDE 238
NTDB id 1418 SGL RS04210 WP 010871656.1 TLGRAPSPTNPGMDHPFGR...............SSASFGTSGARS..................YEIENLDWSPEAFTDD 178
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 QRHLSFIEEDNNGFNSNGYRSNFDQFSDTGESTLVVSSDLPSNALKS....NATKFLGKNPSNGKFSENLAADHSDSWNE 314
NTDB id 1418 SGL RS04210 WP 010871656.1 LD.............S...DDEQTMMPQTGESTFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSE 242
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 EAFRKEPQQRKPLSSHTQQPANSDGFLNDLEVFNDDDLDGLSQFDITDVAQSLPDSGLFERHTDGLDSGLE....T..GS 388
NTDB id 1418 SGL RS04210 WP 010871656.1 ALGLDDPEALAQAPTPTSGDYGAGNNLPSFDAFEEGVEDELSDFNLTDIAPELPDSSLFSQATNL.DIGAVGRIDDTQGG 321
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 GISAAAMEASSISKINWTDVGENSSANLTGASTRF.IKPTVEIEQGKFSALKNLPLKRKQWITAGIAGLTSVATIFLISS 467
NTDB id 1418 SGL RS04210 WP 010871656.1 DTVVHGGNAAPPGMATWLKPDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGS 401
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 AIWMFSPKQPSKKADSPANKTESVSSNPKKSDPKTDKKTTPKKNSSSSTALQAQQTAAISPFSPSMLLMMLLTGGATFGA 547
NTDB id 1418 SGL RS04210 WP 010871656.1 IVGLGG.....TPKDVPAPSGETTTEAPAEGAPAE..............GQAPSQTPEEEPGKPSLLNLAFLTAIATAIG 462
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 TLFFARLSTNQIKQTVDDLQTQFDAIYAGDFNVKATVYSEDELGQLSARFNQMAQAILTTTSEAQRRAAETEQQKEDLQR 627
NTDB id 1418 SGL RS04210 WP 010871656.1 VFLINRLLMQQIKSIIDDLQNQFESIYEGNFNVRAKVRSEDELGALTQRFNYISQVILTATSEAQERAATTEKVREKLQR 542
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logo QVIRLLDDVEGAASRGDLTVEQAEVTADEVLGAVADAFNLTIQNLRE IVLRQVKKNAAEKQVNKNGNCSKTDSELSFARNNQSSDALRMAEE
NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 QVIRLLDDVEGAARGDLTVEAEVTADVLGAVADAFNLTIQNLREIVRQVKKAAEQVNKGSTDSELFARNQSSDALRMAEE 707
NTDB id 1418 SGL RS04210 WP 010871656.1 QVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEE 622
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 LAVTLNSVQMMTDSIQRVAENAREAEEVARTSSVTALKGGESVERTVAGILQIRETVSETARKVKRLAEASQEINKIVAV 787
NTDB id 1418 SGL RS04210 WP 010871656.1 LAVTLNSVQLMTESIERVAENAREAEEVAHTSSLTALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEISKIVAV 702
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 VSQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTE 867
NTDB id 1418 SGL RS04210 WP 010871656.1 ISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTD 782
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NTDB id 38386 CYAN7822 RS16710 WP 013323441.1 RSEQAKRSLEDIIQVSNRIDSLVRSITGDTVKQRENSREVAQVMQSVELTAQETSQESQRVAGSLQTLVKISRDLLESVE 947
NTDB id 1418 SGL RS04210 WP 010871656.1 KSEQSKRALEDIIEVSNRINTLVRSITADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVE 862
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