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NTDB id 38373 CYAN7822 RS05660 WP 013321279.1 MLKYQ........RIFAGFIL..........VLSACSHKTEIQRPKPLPQDPSLEVYFNQNQAQGADYSDPYRKIKRPGD 62
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGD 80
consensus ! ! ********* !! * !********** * ** * * !! !!!! * * !!!! !*! !!!* !! ! !!*!!
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NTDB id 38373 CYAN7822 RS05660 WP 013321279.1 NLEQILIDSINTAQSTVDIAVQEFRLPNLAQALVKRHQAGVKVRVILENTYRRPFSDLTSREVQELSEREGDRYEDFFAL 142
NTDB id 1416 SGL RS14595 WP 010873643.1 NFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVET......EKDPFRYRGPLAY 154
consensus ! !!!*** ! !!!!*!*!!!! !!! *!!!!! ** !!*!!**!!!!! * * ******!*** !! * !
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NTDB id 38373 CYAN7822 RS05660 WP 013321279.1 ADTNKDQKLSAEEIHQSDALVILRQGGIPIIDDTADGSKGSALMHHKFMIIDRNNLIVTSANFTLSDIHGDFLRSDSRGN 222
NTDB id 1416 SGL RS14595 WP 010873643.1 LDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGN 234
consensus ! ! ! **!* ! * !!* !!! !!*!!!! !!!!!!*!!!!!!!**! *!!!!!!!!*!! !!!* *!!!
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NTDB id 38373 CYAN7822 RS05660 WP 013321279.1 ANHLLKIKSPQLAKLFTEEFNLLWGDGPGGKLDSLFGINKPARVPQTIALNNSEITLKFSPNSTAYPWDKSSNGLINQTL 302
NTDB id 1416 SGL RS14595 WP 010873643.1 ANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYL 314
consensus !!*!! * !! *!*!!!!!!!!!!!!!!!* !!!!!!!!! !** * * * *!*!!!! ! !** *!!!!! ! !
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NTDB id 38373 CYAN7822 RS05660 WP 013321279.1 ITSHSSVDLALFVFSEQQLANTLEKRHQKGVNIRALIDPGFAFNNYSEGLDMLGVALSNKCRYEADNHPWQSPLTSVGIP 382
NTDB id 1416 SGL RS14595 WP 010873643.1 NQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGTP 394
consensus * * !!!!!!!!! ! ! * !*! ! **!!!!*!!!! !!!!!!*!!! ! ! * !*!! ! !! !
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NTDB id 38373 CYAN7822 RS05660 WP 013321279.1 QLSPTDKLHHKFAIIDQNTIITGSHNWSASANNQNDETLIIIKSPLVAAHFKQEFERLYQNAILGIPTYVAEKIKKDQQN 462
NTDB id 1416 SGL RS14595 WP 010873643.1 ALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQE 474
consensus !** !!!!!!!!**! !*!!!!!!!!* !!**!!!!**** * *!!!* ! *!!! !*!* ! *! * !
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NTDB id 38373 CYAN7822 RS05660 WP 013321279.1 CSHFSST...TSQASGGKLINLNTASLEELETLPGIGTSLAKKILKTRQEKPFTSLEDLQRVPGIRQGKLKKLRGKVSW 538
NTDB id 1416 SGL RS14595 WP 010873643.1 CANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
consensus ! ** ***** !** *!*!!! *! !!!!*!!!!!*! ! !!* !! !*!!!!!!! !!*!! * !* !!!!!*!
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