
logo MNTATVLLVVEDSTLSSEQQRELMI SGL IYLKRDKAHGW
Y
Q
TVI

T
I
TACNDGKVEAI

LEKLTLQANFQKSPDLVI
VVLTDI

VVMPNRMNGFYELVCRRS IKKSDNPKQTKQKNLVPVIAM
NTDB id 38372 CYAN7822 RS05545 WP 041933146.1 MTTVLVVEDTLSEQELISLYLRKAGYTVITANDGKEAIEKTLAQKPDVIVTDVVMPNMNGFELCRSIKKNPQTQKLPVIA 80
NTDB id 1417 SGL RS04200 WP 014407071.1 MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTKNVPVIM 80
consensus ! !!*!!!* ! !*!! !* *!* ! !*!! !!*!! !!**! !*!!! !!!*!*!! !! ! ! *!!!

logo CSTSKGTEQDEFLDRFLWGMKRQGAIDAVYI
V
A
TKPFQTPEMEL IVGRATI

VKQSLVALGRN
NTDB id 38372 CYAN7822 RS05545 WP 041933146.1 CTSKTQDLDRLWGMKQGIDVYVTKPFTPEELIRAVKSVAG. 120
NTDB id 1417 SGL RS04200 WP 014407071.1 CSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN 121
consensus !*!! * !! !!!*!! ! !* !!! ! !!* *! * *
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