
logo MDENKKKSLLSQMAPYLKGYKALFAGLAVI
VFTIAVSSTITVIGPDRLKEMTDTMVTKGLAGKIDLDKIAGE IAFLTLALLMYFIAGGAL

NTDB id 383594 FY406 RS08270 WP 003088069.1 MDNKKKSLLSQMAPYLKGYKALFALAVVFTIASSTITVIGPDRLKEMTDTVTKGLAGKIDLDKIAEIAFTLALMYIGGAL 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus !*!!!!!!!!!!!!!!!!!!!!!*!!!*!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!! !!!!*! *!!!

logo VSYATASF IVSTL IQKFSQRLRNAIADHKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAI
V
I
VLL IGS I FMM

NTDB id 383594 FY406 RS08270 WP 003088069.1 VSYAASFIVSTLIQKFSQRLRNAIAHKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAVVLLIGSIFMM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus !!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!

logo IKTNGALAATAI LSVFAGFAVLSSTI
V IMAVKSQPLFKKRQQAKNLADNVSGYVEE I

VYSGHNVVSSYNAI
R
Q
RQSKEKQFENVLNDNQLFASS

NTDB id 383594 FY406 RS08270 WP 003088069.1 IKTNGALAATAILSVFAGFALSSIIMVKSQPLFKRQQKNLANVSGYVEEIYSGHNVVSSYNARRQSKEQFEVLNNQLFSS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !!!!!!!!!!!!!!!!!!! !!**!! !!!!!!!*!! !!! !!!!!!!*!!!!!!!!!!!! !!! !!! !! !!! !

logo MWKSQFFSGIMMPLMQF IGNFGYVMVC IVGARTMAI
LNGDI

VTMGTIVAFMTYVR I FTQP IASQIAQGITQLQSANAAMGRVFE
NTDB id 383594 FY406 RS08270 WP 003088069.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGARMALNGDVTMGTIVAFMTYVRIFTQPISQIAQGITQLQSANAAMGRVFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo FLDNEEE I
MEADEDNHKQVKRQLDEKTVEKGDNVNSFDNVFFGYQSPDKTI IHDFSAHAKAGQKI

VAIVGPTGAGKTTIVNLLMRFYEVDKRGMS
NTDB id 383594 FY406 RS08270 WP 003088069.1 FLNEEEMEAEDHKQRQLDTVKGDVSFDNVFFGYQPDKTIIHDFSAHAKAGQKVAIVGPTGAGKTTIVNLLMRFYEVDKGS 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !! !!!*! ! !! *!!* ! ! ! !!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!

logo I S IDGVNI
VHDMKTREKEVHDAFAMVLQDTWLFEGTVKENL IYNQEKHITDEEQVIAAAKAVGVHHF IKTLPEKGYDTVLDDSVTL

NTDB id 383594 FY406 RS08270 WP 003088069.1 ISIDGVNVHDMKREEVHDAFAMVLQDTWLFEGTVKENLIYNQEHITEEQVIAAAKAVGVHHFIKTLPEGYDTVLDDSVTL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus !!!!!!!*!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo S IVGQKQLLTIARALLKDASPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNS
NTDB id 383594 FY406 RS08270 WP 003088069.1 SIGQKQLLTIARALLKDSPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo HDDQLMAEQDNGFYADLYNSQFTEEDVADAA
NTDB id 383594 FY406 RS08270 WP 003088069.1 HDDLMAQDGFYADLYNSQFTEEDDAA 586
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !! !!! !!!!!!!!!!!!!! **
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