
logo MFKI FKRLNAKEWGMI
VLLSTAF ICLAVWMDLKTPEYMSDNITTLLQTKGTTASDIMDKPGSKML IMFSFGSFFLMAVFLVGFLAAS

NTDB id 383593 FY406 RS08265 WP 003088067.1 MFKIFKRLNAKEWGMILLSTAFICLAVWMDLKTPEYMSDITTLLQTKGTTASDIMKPGSKMLIFSFGSFLMAVFVGFLAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!*!!!!!! !!! !!!!!

logo RTAAGSFTTRLRSDI FNQRVMDYSDEAE IKKFS IPSLLTRTTNDLTQLQIMITVMGMQVVTRGP IMAVWALTKIWGKSDEWTGA
NTDB id 383593 FY406 RS08265 WP 003088067.1 RTAAGFTTRLRSDIFNQVMDYSDAEIKKFSIPSLLTRTTNDLTQLQIMITMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!! !!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VGVAVL IVFL I LMLSVLMFVAFPRQRKQVQGSLTDALNSTTRESLSTGVRVVRAYNAEDYQDENTKFKERENKNLTKLNLFLVYRLMSL
NTDB id 383593 FY406 RS08265 WP 003088067.1 VGVAVLIVLILLSVLMFVAFPRQRKVQGLTDALNSTTRESLSGVRVVRAYNAEDYQENKFKEENKNLTKLNLFVYRLMSL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!!!!!! !*!!!!!!!!!!!!! !! !!!!!!!!!!!!!*!!!!!!!!!!!!!!* !!! !!!!!!!!!! !!!!!!!

logo MNPVMTVVSSGLTLAIYW IGASYL ILDNDIKS IPMRTSMVTAAAKAGAI
V
A
KDR I STVFSDMVVFSSYAMQI

VVI
VGFMMMVAI F I I LPRALV

NTDB id 383593 FY406 RS08265 WP 003088067.1 MNPVMTVVSSGLTLAIYWIGSYLIDDISIPRTSMTAAAAAVKDRITVFSDMVVFSSYAMQIVIGFMMMVAIFIILPRALV 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!!!!!!!!!!!!!!!!!!! !!* !! !! !!*!!! *!* !!!*!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!

logo SAKR INEVLALENSS IVHQFKEKTYSKAKDTNAGQRKGE I
VEFHDVSFRYNSKNSRAVI EHI

VSFKSAKAGETVAF IGSTGSGKSTL IVNL IPR
NTDB id 383593 FY406 RS08265 WP 003088067.1 SAKRINEVLALESSIQFKKTSKKTNGQKGEIEFHDVSFRYNKNSRAVIEHISFKAKAGETVAFIGSTGSGKSTLINLIPR 400
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !!!!!!!!!!! !!**!! !! !* !!!*!!!!!!!!! !!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!*!!!!!

logo FYDATEGWIKI
VDGI

VKI
VQDYSHDDLNKNKVGYIPQKRAVLFSGTIRSNI

M
A
EFGEQSDSQATPLDDAKIWEALELAQAKDNFVEENKEKG

NTDB id 383593 FY406 RS08265 WP 003088067.1 FYDATEGWIKVDGVKIQDYSHDDLNKKVGYIPQKAVLFSGTIRSNMEFGESSQTPLDDAKIWEALELAQAKDFVENKEKG 480
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!!!!!!!!!*!!*!*!!!!!!!!! !!!!!!!*!!!!!!!!!!!* !! ! ! !!!!!!!!!!!!!!!!! !!! !!!!

logo LDTEVAQGGTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYKTDRI LRANDELARKKTKRDEMTKL IVAQR I STIMDNADHQI L
NTDB id 383593 FY406 RS08265 WP 003088067.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRAELRKKTRDMTKLIVAQRISTIMNADQIL 560
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *! !!!**!!!!!!!!!!!!!! !!*!!



logo VLDQGKVVGQGTHKELLANNDE IYQE IAYSQLSKEELENGKQ
NTDB id 383593 FY406 RS08265 WP 003088067.1 VLDQGKVVGQGTHKELLANNEIYQEIAYSQLSKEELENGQ 600
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!
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