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NTDB id 615 LCA RS02545 WP 011374200.1 73
NTDB id 593 KW2 RS05130 WP 021037147.1 79
NTDB id 383586 FY406 RS05700 WP 003086453.1 68
NTDB id 277 KZH43 RS10090 WP 000867601.1 . . NEEWYLPIGAYYCRECLLMKR| 68
NTDB id 236 SPD RS10765 WP 000867601.1 . . BEEWYLPIGAYYCRECLLMKR| 68
NTDB id 202 SPR RS10250 WP 000867601.1 . . NEEWYLPIGAYYCRECLLMKR| 68
NTDB id 167 SP RS11275 WP 000867616.1 68
NTDB id 507 SM12261 RS09240 WP 000867722.1 68
NTDB id 535 SMSK321 RS10515 WP 000867726.1 68
consensus
DR NFEIRE. ol RN ulndec | AW ATE Mo A |

e NNQDA =lle L)/\A g 2 Q ghVL< *L‘%ﬁ RiRrRAXN
NTDB id 615 LCA RS02545 WP 011374200.1 153

NTDB id 593 KW2 RS05130 WP 021037147.1
NTDB id 383586 FY406 RS05700 WP 003086453.1
NTDB id 277 KZH43 RS10090 WP 000867601.1
NTDB id 236 SPD RS10765 WP 000867601.1

ORI WINGHL TIQEK 'S Q[e} 157
. LWGQLTFQ VS L 146
ME(ODVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
MNODVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 202 SPR RS10250 WP 000867601.1 MMODVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 167 SP RS11275 WP 000867616.1 MM ODVLKWRGQLTPFQEKVSEGLLQJVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 507 SM12261 RS09240 WP 000867722.1 VRSDQ LYYFPQEDFPKR 146
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VRSDQULYYFPQEDFLE\KR 146
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NTDB id 615 LCA RS02545 WP 011374200.1 Q 233
NTDB id 593 KW2 RS05130 WP 021037147.1 Ef §YFR PLVVWT HQLL Fj{ AFDLLI DEVDAFP DN 235
NTDB id 383586 FY406 RS05700 WP 003086453.1 SEQ\YER PLV ATTHQLL FYQAFDLLIVDEVDAFP VDN 224

NTDB id 277 KZH43 RS10090 WP 000867601.1
NTDB id 236 SPD RS10765 WP 000867601.1
NTDB id 202 SPR RS10250 WP 000867601.1
NTDB id 167 SP RS11275 WP 000867616.1

BESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHA VKN
RESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHA VKN ey
NESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHA VKN ey
BESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHA VKNl
NTDB id 507 SM12261 RS09240 WP 000867722.1 RESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHA VKN st
NTDB id 535 SMSK321 RS10515 WP 000867726.1 . BESEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNEEEPA
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NTDB id 615 LCA RS02545 WP 011374200.1 ERAQlKlG-PK-ERDClTYL.TQQ 312
TIYH

NTDB id 593 KW2 RS05130 WP 021037147.1 302
NTDB id 383586 FY406 RS05700 WP 003086453.1 QI O[EK] QSMAUMENFSLEKINGQ [ 304
NTDB id 277 KZH43 RS10090 WP 000867601.1 WLSDFNRYL RLSPKLKSYIEKQRKT 304
NTDB id 236 SPD RS10765 WP 000867601.1 WLSDFNRYL RLSPKLKSYIEKQRKT 304
NTDB id 202 SPR RS10250 WP 000867601.1 WLSDFNRYL RLSPKLKSYIEKQRKT 304
NTDB id 167 SP RS11275 WP 000867616.1 WLSDFNRYL RLSPKLKSYIEKQRKT 304
NTDB id 507 SM12261 RS09240 WP 000867722.1 SVKENGLRIFLTATSTMELD KVR GELKRLEJLPRRFHGNPLIIPKP WLSDFN [§L KERLSPKLKSYIEKQRKT 304

NTDB id 535 SMSK321 RS10515 WP 000867726.1 SVKENGLRIFLTATSTIJELD KVR GELKRLELPRRFHGNPLIIPKP WLSDFNRYL KIQ¥LSPKLKSYIEKQRKT 304
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