
logo MKTI
NKKFKWWL I SGS ILS IL I LLLMVVFFFPLPYYLMEMRPGGAYDIRSTVLVTVNHKEDKEKGSYNFVAVSLSKATP IQVLYAWLTP

NTDB id 383582 FY406 RS05175 WP 003086253.1 MKTIKKFKWWLISSLSIILLLVVFFFPLPYYMERPGGAYDIRTVLTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
consensus !!! !!!!!!!!! *!*!!!!*!!!!!!!!!*! !!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FTE ITSAKETTGGVSDADYMRINQFYMETSQNGAIYEKALSTLAHNKKASFLNYMGVYVLQVSKRNSTFKGVLNIADTVTGVNDGK
NTDB id 383582 FY406 RS05175 WP 003086253.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYEALTLANKKASLNYMGVYVLQVSKNSTFKGVLNIADTVTGVNGK 160
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!*!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !

logo TFHSSKEL IKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIG IGLVDHTKVTVSDDKTI
VEFSTNGIGGPSAGLMF

NTDB id 383582 FY406 RS05175 WP 003086253.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVVSDDTVEFSTNGIGGPSAGLMF 240
NTDB id 360 SMU RS02495 WP 002262039.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMF 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! *!!!!!!!!!!!!!!!!

logo TLDIYDQLNVKEDLRKGR I
V IAGTGTIGEDNGESVGDIGGADGMKVAASADKR IDNADI FFVPNNPVDSKATVLKKNNPKALVNTNYQEAKQA

NTDB id 383582 FY406 RS05175 WP 003086253.1 TLDIYDQLNKEDLRKGRVIAGTGTIGENGEVGDIGGAGMKVASADKIDADIFFVPNNPVDKAVLKNNPKAVNNYQEAKQA 320
NTDB id 360 SMU RS02495 WP 002262039.1 TLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQA 320
consensus !!!!!!!! !!!!!!!!*!!!!!!!!! ! !!!!!!! !!!! !!*! !!!!!!!!!!! !! !! !!!!* !!!!!!!!

logo AKKLGTKMKIVPVKNVQDEAIDYLRKHQ
NTDB id 383582 FY406 RS05175 WP 003086253.1 AKKLGTKMKIVPVKNVQDAIDYLRKHQ 347
NTDB id 360 SMU RS02495 WP 002262039.1 AKKLGTKMKIVPVKNVQEAIDYLRKH. 346
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!*
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