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V IVLVVFHEFGHFYFFARKRSGI LVREFAIGMGPKI FAHQTGKDGTAVYTLIRMI LPLGGYVRMAGWGDEDTTE IKT
NTDB id 383581 FY406 RS04910 WP 003086487.1 MSGLIAFIIIFGIIVLVHEFGHFYFARRSGILVREFAIGMGPKIFAHQGKDGTAYTLRMLPLGGYVRMAGWGDDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !***!*!**!!**!!**!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!*!!!!!*!!*!*!!!!!!!!!!!!!*!!!!!!!

logo GTSPAASLTLNGDKKDGVKVVRR INLSDRQLVDKQTALPMNVTAYDLENDRKLETITGRLVLDGETRKTYPEVDHDATIVEEDGTE I
LR IAPLKDVQY

NTDB id 383581 FY406 RS04910 WP 003086487.1 GTPAALTLNDKGVVVRINLSDRQLDKTALPMNVTAYDLENRLEITGRVLDETRTYPVDHDATIVEEDGTEIRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!*!!!***!*!*!!!!!!!!*!*!!!!!!!!!!!!!**!*!!!*!!*!!*!!*!!!!!!!!!!!!!!*!!!!*!!!!

logo QNTAS IWGRL ITNFAGPMNNF I LGVVLVFMI LIVL IAFLVQGGVPQDYTYSSTNHLVIRQVVAPNDGGAVAAQKVLSGVLKDTNGDQAI LVQAIGNKSDKVDTNDWEDDSLTKE
NTDB id 383581 FY406 RS04910 WP 003086487.1 QNTSIWGRLITNFAGPMNNFILGVVVFMLVIFLQGGVPDYYSNHVRVVPDGAVAKLGVKDNDQILQIGKSKVDNWEDLTE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!*!!!!!!!!!!!!!!!!!!!!!*!!****!*!!!!*!***!***!***!!****!*!**!*!**!*!*!!**!**!*!

logo AVLARESNTTQDKLFGSKGEDTS ILPSFVKTVKTRKSSNGI
QEEVTLIRSVRKPRQEKVSNQGSYVF ILGVMSPSVLKTGFLAKDKIVFGAGFKQI
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NTDB id 383581 FY406 RS04910 WP 003086487.1 AVAESTTDLGKGETIPFKVKTKSGI.EVLRVRPRKVNGSYVIGVMPSLKTGFADKIVGAFKISWDRAFAILNALKGIVLQ 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
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MNLI I EA IRRKPLKNQETI ETSYITLAGV
NTDB id 383581 FY406 RS04910 WP 003086487.1 PSLNKLGGPVAIYQMSNMAAKEGAIRVLELMGMLSLNLGIFNLIPIPALDGGKILINLIEAIRRKPLKQETETYITLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus *!!!!!!!!!!**!!!**!***!*!**!*!!!!!!*!!!!!!!!!!!!!!!!!!**!*!!!!!!!!!*!!*!*!!!!!!!
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NTDB id 383581 FY406 RS04910 WP 003086487.1 LVMVALMIAVTWNDIMRAFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus *!!!*!!!!!!!!!!!!!!!
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