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MDFEK IEfNAYNLLLDNCQELEINY MTIJLYDALIEQNAMYLGA GADDMI NNMNLRQLNLSKEEWRR FQF FIKAMQD)
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
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BQLQ NHQFTPDSIGFI LYLLERLT EQLD EIGSGTGNLAET VNNSSKI DYMGIEVDDLLIDLSAS ADVLDS|¥
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS

MR AED S0V e e T ESRTARE LA

VHF QEDAVRPQILKESDVIISDLPVGFYPN INTAISRY VAAINSGHTYAHHLLMEQSIJKYLKKRGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
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SPLLKEWLQ®W\ L VISLPEIY FEERIKNN KSIF LKKQIIQPJYE FVYPLTDLQ P LREFMKNFKKWKEDNVS 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
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