
logo MHLLFMKKVIKAGVLLYALLFMASAI FSLLFLQFYLNRVLVVATQERQNQLAQLSASQKAYL IAEDLTQDLAKEDNSFGQFLTFNYHGSRS ISYQHKEQNE
NTDB id 383572 FY406 RS04170 WP 003091335.1 MHLMKKVKAGVLLYALLMAAIFSLLLQFYLNRVLVTQRQNQLQLSASQAYLIAELTQDLAKENSGQFTFNYGSSIYQKEN 80
NTDB id 400 FSA28 RS09375 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQE 80
NTDB id 391 SMU RS09005 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQE 80
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NTDB id 383572 FY406 RS04170 WP 003091335.1 QKILIEVHLKSGQSYRYHFKKESAKTKEK...LAERKLEKEKTPPEESREKRRSQTHN 135
NTDB id 400 FSA28 RS09375 WP 002263441.1 GELLIKVHLTDGQSYQYRFNCVTENKEKGKFSVANKTFT.......KSIEKRHFQK.. 129
NTDB id 391 SMU RS09005 WP 002263441.1 GELLIKVHLTDGQSYQYRFNCVTENKEKGKFSVANKTFT.......KSIEKRHFQK.. 129
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