
logo

MMPTEEQLKYLDNPTKDINPNPYQPRLHQFEKPTKELEKELATQS IKENGL IQP I IVRKSDI FGYDL IVAGERRLKAAVKLMAGLDNKIPVI I
NTDB id 383557 FY406 RS02800 WP 003090109.1 .MPEELKYLDPKDINPNPYQPRLHFEPKELKELTQSIKENGLIQPIIVRKSDIFGYDLIAGERRLKAVKMAGLDKIPVII 79
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
consensus *!*! !!!! *!!!!!!!!!!!!*! *!!! !! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !*!!! !!!!!!

logo KDKI
VSDDKDSMKQAI I ENLQRSDLNP I EEAKAYQNL I INKRNSHQMTHDDIAKAVIGKSRPYITNS IRLLNLPALDHIKSQALEKGLVI SQ

NTDB id 383557 FY406 RS02800 WP 003090109.1 KDVSDKDSMKQAIIENLQRSDLNPIEEAKAYQNLIIKSQMTHDDIAKAIGKSRPYITNSIRLLNLPADIKQALEKGVISQ 159
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus ! *!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! * *!!!!!!!! !!!!!!!!!!!!!!!!!! *! !!!!!!*!!!

logo GHARLLLS I ENKQDELQDNKSWFHQKI LDTEQLSVHRQI
LERALKNSLQSTKKENKKKPTPSKDI F ILASEKEKE I

LSQLSLGLPVSVIHYNKKQHNQGQ
NTDB id 383557 FY406 RS02800 WP 003090109.1 GHARLLLSINKQELQNSWFHKILDEQLSVRQLERALKNLSKKENKKKPPKDIFISEKEKEISQLLGLPVSIHYNKQNQGQ 239
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKE..KKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQ 238
consensus !!!!!!!!! !!*!! !!*!!! !!!!!*!*!!!!! *!!!**!!**!!!!* !!!!!*!! !!!!! !!!!! *!!!

logo LKI SFSTSEEDEFNR I
LMNKRLN

NTDB id 383557 FY406 RS02800 WP 003090109.1 LKISFTSEEEFNRIMNRLN 258
NTDB id 382 SMU RS09895 WP 011074697.1 LKISFSSEEDFNRLMNKLN 257
consensus !!!!!*!!!*!!!*!!*!!
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