
logo MKLVEKI
V IKRDSNQFLKEPTL ILKQIYTARHQIDKLQTQER I

V IDF I EQKQKRPNYFI IVYGYKNKCRLEF IKPLPEKNI
V IR I FTENKQVFL IQTLPTDTYLAKQ

NTDB id 383552 FY406 RS02300 WP 003089903.1 MKLEVIRDSQLKETLIKIYTAQIDLQTQEIIDFIEKKPYFIYGYKNKRLEFIKPENIIRIFTENKQVFIQTPTDTYLAKQ 80
NTDB id 366 SMU RS09505 WP 002262387.1 MKVKIIKDSNFKEPLLQIYTRHIDKQTQRVIDFIQQRPNIVYGYKNKCLEFIPLEKVIRIFTENKQVLIQTLTDTYLAKQ 80
consensus !!* *!*!!* !!*!* !!! *!! !!! *!!!! *! *!!!!!!*!!!!**! *!!!!!!!!!! !!!*!!!!!!!!

logo R I
LYDFFEQEHLGNTNPF IR I SQGE I INIKYIKQLDNLTIKRGS I EVRTFLKNGLTVSFVASRRS ILKRRFKEKQLKNL

NTDB id 383552 FY406 RS02300 WP 003089903.1 RIYDFEQHLNTNFIRISQGEIINIKYIKQLDLTIKGSIEVRLKNGLVSFVSRRSIRRFKEKLKL 144
NTDB id 366 SMU RS09505 WP 002262387.1 RLYFFEQELGTPFIRISQGEIINIKYIKQLNLTIRGSIEVTFKNGTVSFVARRSLKRFKEQLNL 144
consensus !*! !!!*! !*!!!!!!!!!!!!!!!!!! !!!*!!!!! !!! !!!! !!!**!!!! ! !

X non conserved

X similar

X ≥ 50% conserved


