
logo MKKYE I
V I FKQEKLEQEKADIALDKGHKYQI

MGDYLPPTEMTEQLCSQNTYACSSRDTVRKALQLQLTVKAGFL IKTQVQGRGSQI
V IKHREQR IDNFPVSQLT

NTDB id 383551 FY406 RS02105 WP 003089827.1 MKKYEVIFQELQKAIADGKYQIGDYLPTETQLCQNYACSRDTVRKALQQLVKAGLIKTQQGRGSQVIKHEQIDFPVSQLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!!!*!! ! ! !*!!*!!!!!*! !*! !!*!!!!!!!!!! ! !!! !!! !!!!!!*!!*! ! !!!!!!!

logo SYQELVKQQLHQMNSVEKTNVIA IDKL IVDESKLATKLTGFAENPKRGSLLVWR ITRQRVI
VDGVAS IVLDTDYLDKASL IVPDHMTRE IAEHYS IY

NTDB id 383551 FY406 RS02105 WP 003089827.1 SYQELVQQLHMNSETNVIAIDKLIVDSKLAKLTGFAPRSLLWRITRQRVVDGVASVLDTDYLDKSLVPDMTREIAEYSIY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !!!!!! !!*!! !!!!!!!!!!!! !! !!!!! ** !*!!!!!!!!*!!!!!*!!!!!!!! !*!*!!!!!!!*!!!

logo DYLENKQLKLDIAYAKQKEI IT IDQI
V
S
T
E
QKDKI LLDI

LDSENHVVSVKSKVYLSDNEQQRQFLQFTESRHKLEKFKRFVDFARRHQKRD
NTDB id 383551 FY406 RS02105 WP 003089827.1 DYLENKLKLDIAYAKKEITIDQITEKDKILLDIDSENHVVSVKSKVYLSDERQLQFTESRHKLEKFKFVDFARRQKD 237
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus !!!!! !!!!!!!! ! !!!!!** !!!!!!!*!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!*!!!!!!!**!

X non conserved

X similar

X ≥ 50% conserved


