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NTDB id 383549 FY406 RS01795 WP 003089707.1 MKQTTFYIILIIVLVVLVNILLEVVKRVIR..GRRGVSEPLPEGQSRLFWRRHYKIVPQIDTRDCGAAALASVAKHYGSH 78
NTDB id 358 SMU RS01425 WP 002263523.1 MKQVI....YVVLIVIAVNILLEIIKRVTKRGGTVSSSNPLPDGQSKLFWRRHYKLVPQIDTRDCGPAVLASVAKHYGSN 76
NTDB id 421 SGO RS10260 WP 012131060.1 ..............................................MKFRKQHY..RAQVDTRDCGVAALAMIFGYYGSY 32
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ..............................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSY 32
NTDB id 483 SM12261 RS00275 WP 000668315.1 ..............................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSY 32
NTDB id 247 KZH43 RS00220 WP 000668290.1 ..............................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSY 32
NTDB id 206 SPD RS00235 WP 000668290.1 ..............................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSY 32
NTDB id 171 SPR RS00230 WP 000668290.1 ..............................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSY 32
NTDB id 131 SP RS00255 WP 000668284.1 ..............................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSY 32
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NTDB id 383549 FY406 RS01795 WP 003089707.1 YSLAHLRELSKTNKQGTTALGIVEAAKKIGFETRSIKADMTLFDYDDLTYPFIVHVIKNQRLQHYYVVYANQKDHLIIGD 158
NTDB id 358 SMU RS01425 WP 002263523.1 YSIAYLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGD 156
NTDB id 421 SGO RS10260 WP 012131060.1 FSLATLREKAKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTIHIAD 112
NTDB id 511 SMSK321 RS10730 WP 000668322.1 YSLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSIHIAD 112
NTDB id 483 SM12261 RS00275 WP 000668315.1 YSLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIAD 112
NTDB id 247 KZH43 RS00220 WP 000668290.1 YFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIAD 112
NTDB id 206 SPD RS00235 WP 000668290.1 YFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIAD 112
NTDB id 171 SPR RS00230 WP 000668290.1 YFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIAD 112
NTDB id 131 SP RS00255 WP 000668284.1 YFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIAD 112
consensus ***!*!!!**!!***!!!!!!*!**!****!!!!**!!!!*!!!******!!**!**!***!*!!!!!*********!*!
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NTDB id 383549 FY406 RS01795 WP 003089707.1 PDPSVKVTRMSKEHFQSEWTGVAIFLAPQPNYKPHKGKKNGLSNFFPLIFKQKALMAYIVMASLIVTLIDIVGSYYLQGI 238
NTDB id 358 SMU RS01425 WP 002263523.1 PDPSVKVTRMSKERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYYLQGI 236
NTDB id 421 SGO RS10260 WP 012131060.1 PDPQVKMTKISRERFEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSYYLQSI 192
NTDB id 511 SMSK321 RS10730 WP 000668322.1 PDPGVKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSI 192
NTDB id 483 SM12261 RS00275 WP 000668315.1 PDPGVKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSYYLQSI 192
NTDB id 247 KZH43 RS00220 WP 000668290.1 PDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSI 192
NTDB id 206 SPD RS00235 WP 000668290.1 PDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSI 192
NTDB id 171 SPR RS00230 WP 000668290.1 PDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSI 192
NTDB id 131 SP RS00255 WP 000668284.1 PDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSI 192
consensus !!!*!!*!****!*!**!!!!***!*!!*!*!!!****!!!!**!*!***!!**!***!**!*!*!!*!*!!!!!!!!*!

logo

L
IDETYI

VPDHQLMI
K
V
R
T
STLGMI ITS IGL IV ITVYI FILQQFVIMLASFYAKQEYLLALVLSGLQRLVS IDVI LSY IKHI

VFQTHLPMSFFATRRTGE ITVSRFTDA
NTDB id 383549 FY406 RS01795 WP 003089707.1 LDEYIPDQLVSTLGIITIGLVITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRFTDA 318
NTDB id 358 SMU RS01425 WP 002263523.1 LDEYIPDQLISTLGMITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRFTDA 316
NTDB id 421 SGO RS10260 WP 012131060.1 IDTYVPDHMKTTLGMISIGLIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDA 272
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA 272
NTDB id 483 SM12261 RS00275 WP 000668315.1 IDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA 272
NTDB id 247 KZH43 RS00220 WP 000668290.1 IDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA 272
NTDB id 206 SPD RS00235 WP 000668290.1 IDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA 272
NTDB id 171 SPR RS00230 WP 000668290.1 IDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA 272
NTDB id 131 SP RS00255 WP 000668284.1 IDTYVPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA 272
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NTDB id 383549 FY406 RS01795 WP 003089707.1 NQIIDAVASTIFSIFLDMTMIILVGGVLLVQNNNLFFLTLLSIPIYALIVFVFLKPFEKMNHEVMESNAVVSSSIIEDIN 398
NTDB id 358 SMU RS01425 WP 002263523.1 NQIIDAVASTIFSIFLDMTMVILVGGVLLAQNNNLFFLTLLSIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSSIIEDIN 396
NTDB id 421 SGO RS10260 WP 012131060.1 NRIIDALASTILSIFLDVSIVSIIAIVLFSQNSSLFFLTLLGIPVYALIIFLFMKPFEKMNHETMEANSLLSSSIIEDIN 352
NTDB id 511 SMSK321 RS10730 WP 000668322.1 NSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDIN 352
NTDB id 483 SM12261 RS00275 WP 000668315.1 NSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFITLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDIN 352
NTDB id 247 KZH43 RS00220 WP 000668290.1 NSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDIN 352
NTDB id 206 SPD RS00235 WP 000668290.1 NSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDIN 352
NTDB id 171 SPR RS00230 WP 000668290.1 NSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDIN 352
NTDB id 131 SP RS00255 WP 000668284.1 NSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDIN 352
consensus !*!!!!*!!!!*!!!!!*********!!**!!**!!!*!!!**!*!**!*!*!*!!!!!!!***!!*!***!!!!!!!!!
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NTDB id 383549 FY406 RS01795 WP 003089707.1 GMETIKSLTSETTRYQNVDSEFVDYLEKNFKLHKYSALQSALKSGAKLILNVVILWYGSRLVMDNKISVGQLITFNALLS 478
NTDB id 358 SMU RS01425 WP 002263523.1 GMETIKSLTSESARYQNIDSEFVDYLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVGQLITFNALLS 476
NTDB id 421 SGO RS10260 WP 012131060.1 GIETIKSLTSEKQRYQKIDKEFVTYLKKSFAYGRSESLQKVLKAAARLILNVLILWLGATLVMDQKISLGQLITYNTLLV 432
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLV 432
NTDB id 483 SM12261 RS00275 WP 000668315.1 GIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLV 432
NTDB id 247 KZH43 RS00220 WP 000668290.1 GIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLV 432
NTDB id 206 SPD RS00235 WP 000668290.1 GIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLV 432
NTDB id 171 SPR RS00230 WP 000668290.1 GIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLV 432
NTDB id 131 SP RS00255 WP 000668284.1 GIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLV 432
consensus !*!!!!!!!!!**!!!**!*!!!*!!*!*!********!**!!**!*!*!!!*!!!*!**!!!!*!*!*!!!!!*!*!!*
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NTDB id 383549 FY406 RS01795 WP 003089707.1 YFSNPIENIINLQSKLQSARVANTRLNEVYLVESEFEKDGELSADAFLDGDISFENLFYKYGFGRDTLSNINLTIKKGDK 558
NTDB id 358 SMU RS01425 WP 002263523.1 YFSNPIENIINLQSKLQSARVANTRLNEVYLVESEFEKDGDLSENSFLDGDISFENLSYKYGFGRDTLSDINLSIKKGSK 556
NTDB id 421 SGO RS10260 WP 012131060.1 YFTNPLENIINLQTKLQSARVANERLNEVYLVKSEFEEKKLIKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHIPAGSK 512
NTDB id 511 SMSK321 RS10730 WP 000668322.1 YFTNPLENIINLQTKLQTAQVANNRLNEVYLVTSEFEEKKTVEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTIPQGSK 512
NTDB id 483 SM12261 RS00275 WP 000668315.1 YFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTIPQGSK 512
NTDB id 247 KZH43 RS00220 WP 000668290.1 YFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSK 512
NTDB id 206 SPD RS00235 WP 000668290.1 YFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSK 512
NTDB id 171 SPR RS00230 WP 000668290.1 YFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSK 512
NTDB id 131 SP RS00255 WP 000668284.1 YFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSK 512
consensus !!*!!*!!!!!!!*!!!*!*!!!*!!!!!!!!*!!!!****************!*** !!!!*!***!**!*!****!*!
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NTDB id 383549 FY406 RS01795 WP 003089707.1 VSIVGPSGSGKTTLAKMIVNFYEPNRGIVRINGNDIKIIDKTALRQHISYLPQQAYVFSGSIMDNLTLGAKEGTTQEEII 638
NTDB id 358 SMU RS01425 WP 002263523.1 VSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGTSQEDII 636
NTDB id 421 SGO RS10260 WP 012131060.1 TSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLNQLDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTTQEDIL 592
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDIL 592
NTDB id 483 SM12261 RS00275 WP 000668315.1 VAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTTQEDIL 592
NTDB id 247 KZH43 RS00220 WP 000668290.1 VAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDIL 592
NTDB id 206 SPD RS00235 WP 000668290.1 VAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDIL 592
NTDB id 171 SPR RS00230 WP 000668290.1 VAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDIL 592
NTDB id 131 SP RS00255 WP 000668284.1 VAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQEDIL 592
consensus ***!!*!!!!!!!!!!**!*!!*!**!************!!*!!!**!*!!*!!*!!!*!*!**!!*!!!*!!!*!!*!*
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NTDB id 383549 FY406 RS01795 WP 003089707.1 RACEVAEIRSDIEQMPLGYQTELS.DGAGVSGGQKQRIALARALLTKAPVLILDEATSSLDILTEKKIISNLLQMTDKTI 717
NTDB id 358 SMU RS01425 WP 002263523.1 RACEIAEIRSDIEQMPQGYQTELS.DGAGISGGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIISNLLQMTEKTI 715
NTDB id 421 SGO RS10260 WP 012131060.1 RAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIIDNLMV.LDKTI 671
NTDB id 511 SMSK321 RS10730 WP 000668322.1 RAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPILILDEATSSLDILTEKRIVDNLMA.LDKTL 671
NTDB id 483 SM12261 RS00275 WP 000668315.1 RAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLMA.LDKTL 671
NTDB id 247 KZH43 RS00220 WP 000668290.1 RAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIA.LDKTL 671
NTDB id 206 SPD RS00235 WP 000668290.1 RAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIA.LDKTL 671
NTDB id 171 SPR RS00230 WP 000668290.1 RAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIA.LDKTL 671
NTDB id 131 SP RS00255 WP 000668284.1 RAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIA.LDKTL 671
consensus !!*!*!!!!*!!!*!!**!!!!!**!!!!*!!!!*!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!*!**!!** **!!*
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NTDB id 383549 FY406 RS01795 WP 003089707.1 IFVAHRLSISQRTDNVIVMDQGKIIEQGTHKELLAQKGFYYNLFN. 762
NTDB id 358 SMU RS01425 WP 002263523.1 IFVAHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN. 760
NTDB id 421 SGO RS10260 WP 012131060.1 IFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLVNS 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 IFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 IFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 206 SPD RS00235 WP 000668290.1 IFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 171 SPR RS00230 WP 000668290.1 IFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 131 SP RS00255 WP 000668284.1 IFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
consensus !!*!!!!*!**!***!*!**!!*!*!*!*!**!****!!!**!*!*
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