
logo MDPKFLQSAEFYRRRYHNFATLL I IVPLVCL I I F ILAVI
VFLCFAKKE ITVI

TSTGEVAPTKRVVDSVIQSYSDSTS I IKNNLDNNAAS
NTDB id 383548 FY406 RS01790 WP 003089706.1 MDPKFLQSAEFYRRRYHNFATLLIIPLVCLIIFIAVFLCFAKKEITVTSTGEVAPTRVVSVIQSYSDTSIIKNNLDNNAS 80
NTDB id 359 SMU RS01430 WP 002263524.1 MDPKFLQSAEFYRRRYHNFATLLIVPLVCLIIFLVIFLCFAKKEITVISTGEVAPTKVVDVIQSYSDSSIIKNNLDNNAA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!* *!!!!!!!!!!! !!!!!!!!*!! !!!!!!!*!!!!!!!!!!!

logo VEKKGDLVL I EQYSENTADSPSKNRQRATEQKKNI IVEKERQKRAEEKEKAEKKKQEHQKSTDKKKAKKSKKKSEKKSKKSAESKDKSKKDTDNKDKSKKKSKDTEKEKKSNSS
NTDB id 383548 FY406 RS01790 WP 003089706.1 VKKGDLLIQYSETADSKRRAEQKKIVEERQKRAKEAKKQEQKTDKKASKKKSEKKSESKDSKKDTDNKDSKKKKTEKKNS 160
NTDB id 359 SMU RS01430 WP 002263524.1 VEKGDVLIEYSENASPNRQTEQKNIIKERQKREEKEKKKHQKSKKKKK...SKSKKASKDK........KKKSKDKESSS 149
consensus ! !!!*!! !!! ! * ! !!! !* !!!!! !! *!!* !! ***! ! !!! ******** !! ! !

logo

D
GDEGDNE I

TKKVS I FASDEDGI IHTNPKYDEGAMNI
L
I
MPKGQATE IAGQI

LYPDIQRKTKRKVL ITYYAVSSDDVVSMKKGQKTATRLSLMEKRKGND
NTDB id 383548 FY406 RS01790 WP 003089706.1 GDGDEIKKVSIFASDDGIIHTNPKYEGMNLMPKGAEIGQLYPDIRKTKKVLITYYVSSDDVVSMKKGQKTRLSMERKGND 240
NTDB id 359 SMU RS01430 WP 002263524.1 DDENETKKVSIFASEDGIIHTNPKYDGANIIPKQTEIAQIYPDIQKTRKVLITYYASSDDVVSMKKGQTARLSLEKKGND 229
consensus ! ! !!!!!!!!*!!!!!!!!!!*! !**!! !!*!*!!!! !!*!!!!!!! !!!!!!!!!!!! !!!*!*!!!!

logo

K
R
I
V
T
V
I
LEGKINSNTVALSSATKTTKKNGNLFKVTAKVKTVSKKDNSKL IVKYGMTGKTVTVI

TDKKTYFDNYFKDKLLHNKLMDN
NTDB id 383548 FY406 RS01790 WP 003089706.1 RITLEGKISTVALSATKTKNGNLFKVTAKVTVSKKDSKLVKYGMTGKTVTVTDKKTYFNYFKDKLLNKLDN 311
NTDB id 359 SMU RS01430 WP 002263524.1 KVVIEGKINNVASSATTTKKGNLFKVTAKVKVSKKNSKLIKYGMTGKTVTVIDKKTYFDYFKDKLLHKMDN 300
consensus ** *!!!! !! !!! !! !!!!!!!!!! !!!! !!!*!!!!!!!!!!! !!!!!! !!!!!!!*!*!!

X non conserved

X similar

X ≥ 50% conserved


