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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILF....ICSILLALFRKYYLMIPILIVFAVFFLLINSLSIRDNEN 74
NTDB id 383544 FY406 RS00675 WP 003089219.1 ......MLPLRPVYLAFLTILIYFLIYRFSFITVFLAFLSFIFLLAQYDQKTCLKTFVFLLLFGFYFYFSYQKIESDYQN 74
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQSQASQN 80
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQSQASQN 80
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
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NTDB id 596 KW2 RS08720 WP 021037686.1 QPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQKY 154
NTDB id 383544 FY406 RS00675 WP 003089219.1 VPKRAEELIIIPDTVSVNGDSLSFQGKSGHCIYQAFYTLKSQKEKHYFENLWKTSRIKVSANVTEADSQRNFGGFDYRSY 154
NTDB id 494 SM12261 RS04305 WP 000942409.1 LADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQAY 160
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQAY 160
NTDB id 189 SPR RS04300 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 223 SPD RS04540 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 264 KZH43 RS04200 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 154 SP RS04735 WP 000942394.1 LADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
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NTDB id 596 KW2 RS08720 WP 021037686.1 LASQNIYRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHL 230
NTDB id 383544 FY406 RS00675 WP 003089219.1 LKTQKIYRLASVKKIEKVVPEQDITFFERLHEWRRRALVSVNQKFPAPMRHYMTGLLFGYLDRSFDEMSDIYSSLGIIHL 234
NTDB id 494 SM12261 RS04305 WP 000942409.1 LKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHL 240
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 189 SPR RS04300 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 223 SPD RS04540 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 264 KZH43 RS04200 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 154 SP RS04735 WP 000942394.1 LKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
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NTDB id 596 KW2 RS08720 WP 021037686.1 FALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLMLI 307
NTDB id 383544 FY406 RS00675 WP 003089219.1 FALSGMQVGFFIGNFRYLGLRLGLRREYMNWLQVPLSLVYAGLTGFSVSVVRSLLQKNLSNFGLTKMDNFAVTLFTMFFI 314
NTDB id 494 SM12261 RS04305 WP 000942409.1 FALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFII 320
NTDB id 189 SPR RS04300 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 223 SPD RS04540 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 264 KZH43 RS04200 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 154 SP RS04735 WP 000942394.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
consensus !!!!!!!!*!!* *!****!!*!!**!*******!*!**!!**!!*!*!!*!*!*!!**********!!***!*******
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NTDB id 596 KW2 RS08720 WP 021037686.1 SPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPL 387
NTDB id 383544 FY406 RS00675 WP 003089219.1 MPHFLLTAGGVLSFVYAFILGMAD..FQHLSQPKRWAAQILTLTLGVLPFLMWYFSSFQPLSVFLTAFFSFIFDGLILPV 392
NTDB id 494 SM12261 RS04305 WP 000942409.1 MPNFFLTAGGVLSCAYAFILTMTS..KEGE.GLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MPNFFLTAGGVLSCAYAFILTMTS..KEGE.GLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
NTDB id 189 SPR RS04300 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTS..KEGE.GLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
NTDB id 223 SPD RS04540 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTS..KEGE.GLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
NTDB id 264 KZH43 RS04200 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTS..KEGE.GLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
NTDB id 154 SP RS04735 WP 000942394.1 MPNFFLTAGGVLSCAYAFILTMTS..KEGE.GLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
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NTDB id 596 KW2 RS08720 WP 021037686.1 LLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFF 467
NTDB id 383544 FY406 RS00675 WP 003089219.1 LTIVFFLSPFILLTNLNLFFIILERFIVYINQIFSRPFVLGKPSLWVLILILLALALLYDYRKKRLLAAVLSVFLALLFL 472
NTDB id 494 SM12261 RS04305 WP 000942409.1 LSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLFF 477
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLFF 477
NTDB id 189 SPR RS04300 WP 000942407.1 LSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFL 477
NTDB id 223 SPD RS04540 WP 000942407.1 LSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFL 477
NTDB id 264 KZH43 RS04200 WP 000942407.1 LSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFL 477
NTDB id 154 SP RS04735 WP 000942394.1 LSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLFF 477
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NTDB id 596 KW2 RS08720 WP 021037686.1 ITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILT 545
NTDB id 383544 FY406 RS00675 WP 003089219.1 MTKNPPANEVTVVDIGQGDSIFLRDIK.GQTILIDVGGRVPFSK.SAEWQQRMSDANAEKTLIPYLKSRGVSKINQLVLT 550
NTDB id 494 SM12261 RS04305 WP 000942409.1 LTKHPLENEITMLDVGQGESIFLRDVT.GKIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILT 556
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LTKYPLENEITMLDVGQGESIFLRDVA.GKTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLILT 556
NTDB id 189 SPR RS04300 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILT 556
NTDB id 223 SPD RS04540 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILT 556
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILT 556
NTDB id 154 SP RS04735 WP 000942394.1 LTKYPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILT 556
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NTDB id 596 KW2 RS08720 WP 021037686.1 HTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVT 625
NTDB id 383544 FY406 RS00675 WP 003089219.1 HTDTDHMGDMEAVAKAFKIGQVLVSSGSLTNAGFAARLKKMQVKVSVLKAGDRLPIMGSQLQVLYPFKTGDGGNNDSVVL 630
NTDB id 494 SM12261 RS04305 WP 000942409.1 NTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVL 636
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVL 636
NTDB id 189 SPR RS04300 WP 000942407.1 NTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVL 636
NTDB id 223 SPD RS04540 WP 000942407.1 NTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVL 636
NTDB id 264 KZH43 RS04200 WP 000942407.1 NTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVL 636
NTDB id 154 SP RS04735 WP 000942394.1 NTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVL 636
consensus *!!****!!* ************!!* *!****!***!********** *!****!**!*!*!!*******!***!**!*



logo YGNRKLFYLHNDLTKHKSYQFLFTGDNLEKQEEKGEDKEKDLMLAQKANQHYPKDLEQKTVDNI
VLKVAGSHQHGNSKGTKASSSASPDEAF ILKREEQKI

L
H
R
KPKQEAFMLATL I SAVGKANSNW

R
A
Y
M
G
R
K
H
LPNYHQETLEKTTRL

NTDB id 596 KW2 RS08720 WP 021037686.1 YGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETL 705
NTDB id 383544 FY406 RS00675 WP 003089219.1 YGRLLNLSFLFTGDLEKEGEDKLMAAYPKLKTDILKAGHHGSKGASSAEFLRQIRPQATLISAGKNNWYRHPHQETLKRL 710
NTDB id 494 SM12261 RS04305 WP 000942409.1 YGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRL 716
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRL 716
NTDB id 189 SPR RS04300 WP 000942407.1 YGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRL 716
NTDB id 223 SPD RS04540 WP 000942407.1 YGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRL 716
NTDB id 264 KZH43 RS04200 WP 000942407.1 YGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRL 716
NTDB id 154 SP RS04735 WP 000942394.1 YGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRL 716
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NTDB id 596 KW2 RS08720 WP 021037686.1 AKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 383544 FY406 RS00675 WP 003089219.1 IKVRSQIYRTDQQGALRFTGIK.NWTLETVN 740
NTDB id 494 SM12261 RS04305 WP 000942409.1 ETINSKVYRTDQHGAIRFKGWN.SWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 EGINSKVYRTDQQGAIRFKGWN.SWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 EGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 EGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 EGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 EGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
consensus ********!!!!*!!****** *!****!*

X non conserved

X similar

X ≥ 50% conserved


