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NTDB id 383541 FY406 RS00090 WP 003088940.1 MARRNYRSKKKETKLLISLAAALLLLLLTYIATDERIADGNPIKQMAQLVTGKKQSPRIPSNGSQSNQTAPSQELANTVL 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYY...........IKQMP....SAPNSPKTNLSQKKQASEAPSQALAESVL 58
NTDB id 221 SPD RS09380 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYY...........IKQMP....SAPNSPKTNLSQKKQASEAPSQALAESVL 58
NTDB id 187 SPR RS08930 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYY...........IKQMP....SAPNSPKTNLSQKKQASEAPSQALAESVL 58
NTDB id 152 SP RS09870 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYY...........IKQMP....SAPNSPKTNLSQKKQASEAPSQALAESVL 58
consensus **!!****!!*!***!!!****!* !!!!* ****!!************!!!!*!!**!!

logo TADSAVKKSSQLIGKPGHS ILEWNGSGAF I IVNHGNKTDNLKDADKVASSLKPYANDNKTKTVQGGKETVPTVANALLTSKATRQYRKNRAKETGNGTSTDSWKT
NTDB id 383541 FY406 RS00090 WP 003088940.1 TASVKKSLGPHIEWNGSGAFIINHNKTDLKADVASLPYANNKTKTVQGETVPTVANALLTKATRQYRNRAETGNGTTDWK 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 TDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWT 138
NTDB id 221 SPD RS09380 WP 001036779.1 TDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWT 138
NTDB id 187 SPR RS08930 WP 001036779.1 TDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWT 138
NTDB id 152 SP RS09870 WP 001036779.1 TDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWT 138
consensus !**!!*******!!!!!!!!!*!*!!!*!*!*!*!*!!!*!!!!!!**!!!!!!!!!!!*!!!!!!*!!*!!!!!*!*!*

logo PAPGWHQLVYKGNLNKGDSYDTHAVDRGHLLGYALVIGGLKDGFDASTSNPEKNIATVQTTAWSANQASQSASEDYSTGQNYYETSMKI
VRRKALDRQRNKRV

NTDB id 383541 FY406 RS00090 WP 003088940.1 PAGWHQLYGLNGDYDHAVDRGHLLGYALVGGLKGFDASTSNPENIATQTTWSNQASSSDSTGQNYYETMIRRALDRRKRV 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 PPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRV 218
NTDB id 221 SPD RS09380 WP 001036779.1 PPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRV 218
NTDB id 187 SPR RS08930 WP 001036779.1 PPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRV 218
NTDB id 152 SP RS09870 WP 001036779.1 PPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRV 218
consensus !*!!!!***!*!*!*!!!!!!!!!!!!!*!!!*!!!!!!!!!*!!!*!!*!*!!!****!!!!!!!!***!*!!!**!!!
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NTDB id 383541 FY406 RS00090 WP 003088940.1 RYRVTLLYEGNN.ILASGSHLEAKSSDGSLEFNVFIPNVQSGLTFDYATGQVRTN. 294
NTDB id 262 KZH43 RS08770 WP 001036779.1 RYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 RYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 RYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 RYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!!!!!*!**!*****!*!**!!!!!!!*!!!!!**!!!!*!!**!!*!!*!****
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