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NTDB id 414 AAK55818.1 838..2187( ) MLDL.LKQTIFTRDFIFILILLGFILVVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLS 79
NTDB id 383539 FY406 RS00060 WP 003088926.1 MTNTFESSPLFLRILLAVLLILLFIYF.VFLNYREYKNNNHIKLLNAKVRSLIAGDYTEKLKFKANPELSELVRNVNDLS 79
NTDB id 375 SMU RS06880 WP 002262929.1 MTNVFESSPLFLRILLAVLIILLFFYF.IFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLS 79
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NTDB id 414 AAK55818.1 838..2187( ) EVIRLTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLITQSP 159
NTDB id 383539 FY406 RS00060 WP 003088926.1 EVFRLTHENLAQEKNRLTSILAYMTDGVLATDRSGKITMINDMAQKQLNLTREQALEYNILDILD.DDSYTYNDLITKTP 158
NTDB id 375 SMU RS06880 WP 002262929.1 EVFRLTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLITKTP 158
consensus !!*!!!*!!!*!!**!!*!!! !!!!!!!!!*!*!*!**!!!*!*!!!****!**!* *!!**!* ***!***!!!!**!
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NTDB id 414 AAK55818.1 838..2187( ) ELLLDSQDINGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGAL 239
NTDB id 383539 FY406 RS00060 WP 003088926.1 EIVLNRRDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGAL 238
NTDB id 375 SMU RS06880 WP 002262929.1 EIVLTRRDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGAL 238
consensus !**! **!***!***!!*!!!!*!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!
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NTDB id 414 AAK55818.1 838..2187( ) CETVAPDFIKVSLDETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE.KEKKYELVRDYPINS 318
NTDB id 383539 FY406 RS00060 WP 003088926.1 TESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSRLDVELTNFTAFMDYILDRFDQIQSQQSGGKVYEIVRDYSDSS 318
NTDB id 375 SMU RS06880 WP 002262929.1 TESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDYPDKS 318
consensus *!*!!!*!!!!!!!!!!!!!!!*!!!!*!!*!!!*!!*!!!!!*!!!!!* *!!*!!!****!** !*!!**!!!** !

logo

A
I
VWMIE IDTDKMTQVVIDNI LNNAIKYSPDGGKVITI

V
N
R
TMQKTTEDDTQLMVI LS I SDHQGLGIPKQKDLPRL I FDRFYRVDRKARSRAQGGSTG

NTDB id 414 AAK55818.1 838..2187( ) IWMEIDTDKMTQVVDNILNNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQGGTG 398
NTDB id 383539 FY406 RS00060 WP 003088926.1 AWIEIDTDKMTQVIDNILNNAIKYSPDGGKITVNMKTTDTQVILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGSG 398
NTDB id 375 SMU RS06880 WP 002262929.1 VWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTG 398
consensus *!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!* !*!!**!*!!!!!!*!!!!!!*!!!*!!!!!!!!!*!!!!!!!!*!

logo LGLSAIAKE IVIKQHNKGF IWAKNSEYEGEKGSTFTIVLPYDEKNSDANDGVAKTEI EDVEWEDEEDVEEDDES
NTDB id 414 AAK55818.1 838..2187( ) LGLSIAKEIIKQHKGFIWAKSEYGKGSTFTIVLPYDKDAVKEEVWEDEVED 449
NTDB id 383539 FY406 RS00060 WP 003088926.1 LGLAIAKEIIKQHNGFIWANSEEGKGSTFTIVLPYESDNGTIDEWEEDEDES 450
NTDB id 375 SMU RS06880 WP 002262929.1 LGLAIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
consensus !!!*!!!!!*!!!*!!!!!*!!*!*!!!!!!!!!!* !* ***!!******
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