
logo MTETGFKRYS I LASGSSGNSFYLETPQKKR I L IVDAGLSGKKI SQLMATEGIDRKLVDDVDAI L IVTHEHKDHIHGVGVLARKYGLD
NTDB id 383538 FY406 RS00055 WP 003088924.1 MTETGFKYSILASGSSGNSFYLETPQKKILVDAGLSGKKISQLMTGIDRKLDDVDAILITHEHKDHIHGVGVLARKYGLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!! !!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo

I
VYANAEAETWQAMDGLMIGKIDTVSQKHI FDELMGKTI

LTFGDIDI ESFGVSHDAAKQPQFYRFLMKDGKSFVI
MLTDTGYVSDRMADGL I

NTDB id 383538 FY406 RS00055 WP 003088924.1 IYANEETWQAMDGLIGKIDTSQKHIFEMGKTLTFGDIDIESFGVSHDAAKPQFYRFMKDGKSFVMLTDTGYVSDRMAGLI 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !!!!!!!*!!!!! !!!!!!**!!!*!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!! !!

logo ENADGYL I ESNHDI E I LRSGI
VYPWRSLKQR I LSDKGHLSNDDGAETMI

VRTLGNKTKKIYLGHLSKENNI
VKELAHMTMEKNAL

NTDB id 383538 FY406 RS00055 WP 003088924.1 ENADGYLIESNHDIEILRSGVYPWRLKQRILSDKGHLSNDDGAETMIRTLGNKTKKIYLGHLSKENNIKELAHMTMENAL 240
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!

logo MQADLAVDGHDFKIYDTSPDI
T
A
PLPLAKR I

NTDB id 383538 FY406 RS00055 WP 003088924.1 MQADLAVGHDFKIYDTSPDIPLPLARI 267
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!!!! !!!!!!!!!!! *!!!!*!
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