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NTDB id 382917 FYC62 RS13330 WP 149075289.1 398
NTDB id 125 BSU 00870 NP 387968.1 396
NTDB id 279 KZH43 RS00140 WP 074017595.1 PTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGE 392
NTDB id 238 SPD RS00140 WP 074017595.1 PTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLOQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGE 392
NTDB id 204 SPR RS00140 WP 074017595.1 PTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGE 392
NTDB id 169 SP RS00155 WP 074017595.1 PTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGE 392
NTDB id 509 SM12261 RS00130 WP 078228442.1 PTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGE 392
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGE 392
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NTDB id 382917 FYC62 RS13330 WP 149075289.1 GL GEIRRNVHWRIEQRIEEA{@NKLGE|8T . 460
NTDB id 125 BSU 00870 NP 387968.1 GLTGE RRVERIEQR |SEAAKLGFy H PINNILBGHTRPK{E NER 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 LGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKER . 453
NTDB id 238 SPD RS00140 WP 074017595.1 LGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKER . 453
NTDB id 204 SPR RS00140 WP 074017595.1 LGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKER . 453
NTDB id 169 SP RS00155 WP 074017595.1 LGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKER . 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 LGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITI|JPKER . 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIJPKIER . 453
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