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NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDEGY 74
NTDB id 382868 FXF61 RS09835 WP 151185092.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSKISEALIQASSPKGLISEAFQTDGLDGVEAAATTY 74
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
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NTDB id 1191 AAC28468.1 484..945( ) NVIFDSANGL..........DGKYFAPGGVTV.TPDTGAINIAFDAGA.......NAGKTMTITPTVI.......AASGQ 129
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.TA.......AGGGTLALVPTAAGTALPVSSAPSG 132
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCV.......GVQEISASNATTNVATA..TCGASSAGQIIVTMDTTK.......AKGANITLTPT..........YASG 126
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVASI..AIGA..NGVITITY.TAA.......AGGGTIVMTPTL.........QANG 114
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQSI..AIGA..NGVITITY.TAA.......AGGGTIIMTPTL.........QANG 114
NTDB id 1197 PSJM300 03940 AFN76866.1 I...............GITDSTSYC.DV..DLDTAADGHI....ECTAKGGNAGKFDGKTITL.............NRTA 119
NTDB id 382868 FXF61 RS09835 WP 151185092.1 NAIPAN............EKETKYVADI..TIDDTNG.AITVT.LQGATAGFPTDVQGATIVLTPNVKKAGL..TAGATG 136
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAVP..AATSTG 149
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NTDB id 1191 AAC28468.1 484..945( ) ISTWTCAPGAANGI...............ETRRLPTSCQ* 153
NTDB id 1424 RS RS02795 WP 011000517.1 PIMWTCYAQNKAQAASSVAP...SGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 AVTWKCTTT..................S.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 DVTWTCTGG..................TLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 DVTWTCTGG..................TLLAKYRPASCRP 136
NTDB id 1197 PSJM300 03940 AFN76866.1 DGEWSCAS...................TLDAKYKPGKCS. 139
NTDB id 382868 FXF61 RS09835 WP 151185092.1 AIDWACASDSATTAGNRGL..TAAELGTLEAKYAPAECR. 173
NTDB id 1188 NELON RS01755 WP 003772458.1 AIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
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