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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE...............VFITN 143
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NTDB id 382811 FXN65 RS25795 WP 151137783.1 KNRELGVGNARSVTVVEAKDRTRLIINLSTLVPYSTRVDGRNLYVLVGDSASAPAAPRQVTAAPAPAPAAAQLAASQPVK 156
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKAS..PAPASYAQPIKPK 154
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 382811 FXN65 RS25795 WP 151137783.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKVGNVLLVAPADEIAARERQELESQKQIAELAPLRRELIQVNYAKAADIAK 396
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAK 394
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEK 375
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
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NTDB id 1039 H0N27 RS01460 WP 031993779.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE.LA..............RGTAPANVVPLERRLNLDLAA 495
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE.LA..............RGTAPANVVPLERRLNLDLAA 495
NTDB id 382811 FXN65 RS25795 WP 151137783.1 QVMIEARIVEANVDYDKALGVNWRGASIGDNN...FVVGGGG.LGR.............PAANQAGNVNLANAPFVDLGA 513
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QVMIEARIVEANVGYDKSLGVRWGGAYHKGNW...SGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETT.LWNLRNPDSN.....GTY...TIERPDNLNVDLGV 517
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETT.LWNLREPKKDETTGGYKY...TIERPDNLNVDLGV 530
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETT.LWNLREPKKDETTGGYKY...TIERPDNLNVDLGV 530
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 APLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 382811 FXN65 RS25795 WP 151137783.1 D.....SA.TSSIGIGFIT.DNTILDLELSAMEKTGNGEIVSQPKVVTSDKETAKILKGQEVPYQEASSSGA...TSTSF 583
NTDB id 1193 PAKAF RS26665 WP 003161249.1 K.....DA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSF 595
NTDB id 1009 ACIAD RS15175 WP 004923730.1 T.....TTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSF 592
NTDB id 1039 H0N27 RS01460 WP 031993779.1 S.....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
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consensus ** * *!*** ** ** *!!!*!!!** *! *!**!*!*********!** *! **!!!****!*! ****!



logo KDKEAAVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDATS IVPNADSFYAQSGPYANQMTAQFLPLNGEVALPAPI LI INTKKNTNEVIQNATKNI
VLVDNDNGQETVI IV I

LGGI
V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
S
T
M
N
N
K
A
V
S
I
Q
V
D
E
N
T
R
K
I
VPFLFG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 382811 FXN65 RS25795 WP 151137783.1 KEAALSLEVTPQITPDNRIIMEVKVTKDAPDFANALNGVPPINKNEVNAKVLVNDGETIVIGGVFSNTQTKAVDKVPFLG 663
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLG 675
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLG 671
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 382811 FXN65 RS25795 WP 151137783.1 DLPFLGRMFRRDVVQDKKAELLVFLTPRIMNNQAIAVSR......... 702
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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