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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 382800 FXN65 RS09975 WP 178119296.1 MVSGLAAFAVGLLLLRWMPILPPVWWLYLQLILGL.....LLLGSRAWRI.......GLFLLGIGWACLSAQWALDDRLE 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGL.....LLLPFRWRPL.......AFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 382800 FXN65 RS09975 WP 178119296.1 LRLDGQVRWLEGRVVGLPSRADGVVRFELEDI.HAPRAQLPQRLRLSWHD....................GPRVLAGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 382800 FXN65 RS09975 WP 178119296.1 RLAVRLKRPRGLANPATFDFEAWLLARRIGATGSVKAGERLSPAS............GPVAWRDQLRQRLLQVDAW.DRA 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 382800 FXN65 RS09975 WP 178119296.1 GGLAALVLGDGSGLQDRDWRLLQDTGTTHLMVISGQHITLFAGVLYGLVAVLAR.......LGL..WPRRLPWLPWACAM 265
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGI..WPQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 382800 FXN65 RS09975 WP 178119296.1 AFIGGLGYGILAGFDVPVRRACVMLAVVLLWRLRFRHLGFLTPLLAALCVVLVVEPLVVLQTGFWLSFGAVALLVLAFA. 344
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 382800 FXN65 RS09975 WP 178119296.1 ......GRLGAWRWW.......MTWWRAQWVMGLGLAPLLLALALPISLSGPVANLVAVPWVSLVVLPLALLGAATLGIP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSWW.......RALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 382800 FXN65 RS09975 WP 178119296.1 WLGEALLWLAGGALELLFQVLAWTSAQLPAWIPVQLPVWAWSLGAMGVLLLIAPAGVP...FRALGLALLVPALFPPQQR 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 382800 FXN65 RS09975 WP 178119296.1 LGPGQAEVRVLDVGQGLSVLVRTREHALLYDAGPRRGDF.DIGERVVVPTLRGLGVSRLGLMLISHADSDHAGGALAVRR 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 382800 FXN65 RS09975 WP 178119296.1 GLTVDRVLSGEPER.......LAPDLEAEPCAAGAAWSWDGVDFLVWQPPP......GGDSNDSSCVLVVEAAGERILLS 634
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 382800 FXN65 RS09975 WP 178119296.1 GDLGVRGEAAWIASGQP..LAARWLVAGHHGSRTSSSAAFLRAVKPEKVLISRGHLNAYGHPHPLVASRIRALPAEIHDT 712
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGME..VNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 382800 FXN65 RS09975 WP 178119296.1 AEQGHLLLRLG..AFGEPEVEREKSVFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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