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NTDB id 1029 TT RS02230 WP 011228203.1 303
NTDB id 1169 A1552VC RS11075 WP 000648511.1 LI\NKABITA FSRTLAT FAAG P [\ LiQ TANGN GN 308
NTDB id 1402 DSB67 RS12670 WP 010643257.1 - l PI Gﬁ LYJKARNI A FSRTLAT F AG P NALIS T )@y GN 307
NTDB id 1112 NGFG RS09215 WP 003689811.1 PIRGDI IRFAAGVPLVDEWLDSTAGAEGN 310
NTDB id 1113 AAA85695.1 219..1451( ) L A GgAI II3GDI IRFAAGVPLVDELDSTAGARGN 310
NTDB id 1252 GC085 RS07730 WP 011213805.1 A ¢ S LP GEILKAIARF RTL lTFAAG PLV ALSAGA 307
NTDB id 1016 ACIAD RS01680 WP 004920476.1 il GAAI LPI GD pMKAMIAR SRTLATTFAAGVPL DALISTAGA 309
NTDB id 1059 ABD1 RS01610 WP 000279215.1 GAMI LPIEGD MKAWMIAR SRTLATTFAAGVPL DAL STAGA 309
NTDB id 382797 FXN65 RS04440 WP 151131893.1 LPI GDILpMK B\ ARF RTLATTFAAGVPLVDALDS\AGA 306
NTDB id 1198 PSJM300 03950 AFN76868.1 P GDILMK B ARF RTL TTFAAGVPLVDALDSWAGA 306
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NTDB id 1029 TT RS02230 WP 011228203.1 383
NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVWIGEESGE 387
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVRIIGEESG 386
NTDB id 1112 NGFG RS09215 WP 003689811.1 . QM IGEESG LDDMLNKMAIXEYEWEVDNAV[ERIL A 389
NTDB id 1113 AAA85695.1 219..1451( ) . QM IGEESG LDDMLNKEVAIXEYEBEVDNAV[YL A MEP I 389
NTDB id 1252 GC085 RS07730 WP 011213805.1 . QMVAIGEESGAL FIMLEKVAMFYEREV NAVD MEP I 386
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . QMVAIGEESGALD MLIyKV AN YESEVDHAVD MEPLI 388
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVAIGEESGALDEMLIKVA YENEVDNAVD MEPLI 388
NTDB id 382797 FXN65 RS04440 WP 151131893.1 . QMIWAIGEESGALDDMLJKVARFYEIMEVDNAVD MEP (T 385
NTDB id 1198 PSJM300 03950 AFN76868.1 . QMWATGEESGALD MLBKVAWREYEBEVDNEIVD MEP T 385
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 c. 406
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF ca 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF c. 408
NTDB id 382797 FXN65 RS04440 WP 151131893.1 405
NTDB id 1198 PSJM300 03950 AFN76868.1 405
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