
logo MNRADERTLRPLPRTGLLSESAEQGQRR I FLRLYHSLYRLLTIGLVLVLL I SSELMDEDQRLVLDKLAVHRPDELFHRNVAGSWCFYL IVFLNAI L IVAALFLLVPPRPSRQSLML
V

NTDB id 382795 FXN65 RS04330 WP 151131868.1 MNADTRPLPTGLSAQGRRIFRLYSLYRLLIGLVLVLLISSEMDDRLLDLARPDLFRNASWFYLILNALIAALVPRPRSMV 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERL...RLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLL 77
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VAAAVAAS ILGL ILYLTFFYLS ILSQSPADAATNSHQFYVQAG
NTDB id 382795 FXN65 RS04330 WP 151131868.1 QVFSLAVVDVLLLSCLFFAAGGTPSGIANLIVVSVAISNILLRGRIGLLVAAVAAIGLIYLTFYLSISQPAAASQFVQAG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 PIFILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAG 157
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logo GFLGATLCFAAALFVIQAGLSVRRLQEQI
Q
S
TETLAEEQRAEDTVANLEAELNALQI LEQRMRTGI LVLVDPSRNQAQI

VLLANNQAGALAGLLGRKQDDNLVQSGAQ
NTDB id 382795 FXN65 RS04330 WP 151131868.1 GFGALCFAAALFIQGLSRRLQISETLAEQRAEDVANLEALNAQILERMRTGILVLDPRNQVLLANNGALALLGKDNLSGQ 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 GLGTLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGA 237
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SLGSRSHQCSPEMLLMEHCSLMKRQWLRALNPSTLRPPQSTLKQAVFVAPDGPTLVQPSF IVHSLNQREGDGDQQHNTVL IVFLEDI SQIAQQAQQLMKLAGSLGRLTAGI

NTDB id 382795 FXN65 RS04330 WP 151131868.1 ALSSQCPELLESLRQWLANPTLRPQSLQAFADGPTLQPSFVHLQRGGQQNTLVFLEDISQIAQQAQQLKLASLGRLTAGI 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SLGRHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGI 317
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logo AHE IRNPLGAI SHAAQLLQESDEELDQASPDRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQASEPQLQLDLKEYWLQTRFAVDSEFYPRGTRSAL
NTDB id 382795 FXN65 RS04330 WP 151131868.1 AHEIRNPLGAISHAAQLLQESDELQSPDRRLAQIIQDHSRRMNLVIENVLQLSRRRQSEPQLLDLKYWLTRFASEFRTSA 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 AHEIRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRL 397
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NTDB id 382795 FXN65 RS04330 WP 151131868.1 SPNQTLHLSTLGSTLQTRMDPHQLTQVLTNLVQNGLRYSSKKNTEGQVWLKLFRDPESDLPVLEVEDDGEGVPPEQVHNI 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RNDSELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNL 477
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logo FEPFFTTDESKGTGLGLYI
LSRELCESNQAR I

LDYKRNPREEHGGGSCFR ITFAHPRKLS
NTDB id 382795 FXN65 RS04330 WP 151131868.1 FEPFFTTDSKGTGLGLYISRELCESNQARLDYKPREHGGSCFRITFAHPRKLS 533
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FEPFFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!!!!*!!!!!!!!!*!!!!!!!!!!!*!!**!!*!! !!!!!!!!!!!!!
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