
logo

MIKNKYIHIRS IASRLAARSSSARL
MTKRARSGFTLVELLVAIA I FAVLSALLGWKI

VFDYL ILKI
V
K
R
D
ERNATEQHEQVHRLFGEQLQDEAYQQ

NTDB id 382765 FYN22 RS06915 WP 148825948.1 ........................MTKRSGFTLVELLVAIAIFAVLSALGWKVFDYLIKIKERNTQHEQRLGQLQEAYQQ 56
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus *************************!* !!!!!!!!!!!!!!!!!!! !!!!*!!!!*!***!! !! *! !!*!!!!
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NTDB id 382765 FYN22 RS06915 WP 148825948.1 VLRDTVQIVPITANVAGQVQPAVMLQNGQLTFSKTGVTDPLMQGIPPEERVEYIYKADEKKLYRYKYKNLNQTGNDQPET 136
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus *!!!!*!!*!**!! *!!**!!* * ! ! !!! !!!!!! !!**! !!*!! ! !! !!!!! !! !!! * *!! *
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NTDB id 382765 FYN22 RS06915 WP 148825948.1 SVLLDSVDQFQIMLLNPNEMAQWPEVALSENDVTQTKILPRGLKINLTVNEVSYEWVFSLLNTDFLKQKN... 206
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus ! !! !!!*!!!*! !*!* !!!! * * * ! !!*!*!!*!!! ! !!!**!! * ! ***
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