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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARL 64
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRL 64
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK...... 137
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK...... 137
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKAS 141
NTDB id 382752 FYN22 RS01265 WP 148825386.1 VLDFDKAQQSLK..QGSIAVATAEASTVDVTSDAQRSRLTVNLADAGAFTTRVEGNTFILKINSANPAL........... 146
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILDFDKAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.......... 132
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.......... 132
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.......... 132
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 .......EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .......EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
NTDB id 382752 FYN22 RS01265 WP 148825386.1 ATPV.........AAARSEQGISNIGFQRGSDGEGQVVIDLKGSNTPVDVKQQGSKIVVRVLGNKIPAHLSRRLNVNDFA 217
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVAT.........SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFA 203
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PLPV.........VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PLPV.........VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIA 301
NTDB id 382752 FYN22 RS01265 WP 148825386.1 TPVSTIDAQNDGSNGLITIQSNGSFEYMAYQAEDKLTISLKRPEDKN.PMKPKAPSAYTGKKISLDFQDIEVRRVLQLLA 296
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLA 282
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRREL 381
NTDB id 382752 FYN22 RS01265 WP 148825386.1 DFTGINMVASDTVQGNITLRLKDVPWDQALDIIMKTKNLDKRRNGNVIWIAPVAELIKSEDDEAKAIAQSIKLAPIQTDY 376
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEY 362
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
consensus !!!**!*!**!*!!!*!!!*!***!!!!!!!****!**!!!!**!!!*********** !********** *!*!*****

logo I LQVILSKNYAKAGADVI ELMAGVKLFLI EQKTSDQSVKGTQRSSNDNSKGSTGNAQSGAENLGQSHNGTSGGGTSTSTNGLSTNATTGTVEDPSLGDLNASNLVEGTSKLELGSGSDPRGKSTVIVSTALQVDLPADRTNSTI
L
W
I
A
V
I
Y
Q
N
Q
D
P
T
Q
A
G
S

E
T
Q
N
R
S
K
L
I EDKEQ

NTDB id 1257 GCO85 RS04855 WP 163621000.1 IQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IQVNYAKAADIAKLFQSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDE 435
NTDB id 382752 FYN22 RS01265 WP 148825386.1 IQLSYAKAADVLKLLEDSRNSKGAASNG...........TAGTDS..LALESLLSSRGSVVADLRTNTLIVNDTSQNIDK 443
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQ 433
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEGANELARGTAPA................... 480
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEGANELARGTAPA................... 480
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGN..........WSGYGKDGNIGIKDEDGMNCGPIAGS 505
NTDB id 382752 FYN22 RS01265 WP 148825386.1 IRRMIDLLDVAVKQVMVEARIVTAQTDFSRELGIRWSAQKL........NNNPVWGGDFQP................... 496
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQ....NSNLLVGGSETT.LWNLRNPD...SN..... 500
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITN....NNNLLVGGSETT.LWNLREPK...KDETTGG 513
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITN....NNNLLVGGSETT.LWNLREPK...KDETTGG 513
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 NVVPL...ER..RLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEE 555
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NVVPL...ER..RLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEE 555
NTDB id 1193 PAKAF RS26665 WP 003161249.1 CTFPTTGTSKSPSPFVDLG...AKDA.TSGIGIGFI..TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSE 579
NTDB id 382752 FYN22 RS01265 WP 148825386.1 ............SFDLGVD...LATGTAGTFNFGLLK.ISDYMLNLELTALQADGHGEVLSAPKVLTGDKQKAYILRGDQ 560
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GTYTI...ERPDNLNVDLG...VTTTGASSIAFGLIS.LSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVE 573
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YKYTI...ERPDNLNVDLG...VSNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQ 585
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YKYTI...ERPDNLNVDLG...VSNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQ 585
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPYQEATSSG...ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVL 631
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPYQEATSSG...ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVL 631
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPYQEASSSG...ATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVI 656
NTDB id 382752 FYN22 RS01265 WP 148825386.1 IPYQTWSA...DTGTTTSFVDANLKLEVTPSITPDGRVQMSLKIEKDTVGT.LTSAG.YLINTNELETNVLVDDGETVVL 635
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVL 652
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVIL 664
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVIL 664
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 GGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 382752 FYN22 RS01265 WP 148825386.1 GGIFDDIKQNQYEKVPFFGDLPVVGALFKNNTKSSAQTELLIFVTPRIVNDSVSRNH.......... 692
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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