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NTDB id 38095 GALF RS01445 WP 013292268.1 MKASLQLRMSQQLTLTPQLQQSIRLLQLSTLDMQQEIDRMLDENPMLELGDESVYHAL..............SGEPVR....... 64
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
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NTDB id 38095 GALF RS01445 WP 013292268.1 ...EDHAQVDNAESERGE.......AEPFEWNAETRGA...DDESDAYPE.QAALQASMREYLHSQLSVSQLDSRDRLVIGMLID 135
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFLIE 170
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NTDB id 38095 GALF RS01445 WP 013292268.1 ALDENGYMLQDLAELAGLLPAELELTLDDLETALVQLQYLDRPGLGARTLSECLALQLKALPEQTPGRDLAMSLVNGNLDLLAAH 220
NTDB id 1425 RS RS02020 WP 011000369.1 SLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD..SPAKPLALTIVNQHLELLAAR 253
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NTDB id 38095 GALF RS01445 WP 013292268.1 DFSKIKKLLRCSDASLRVAQELIVSLNPKPGCEFDRSVADYVVPDVIVEQHKGKWRARLNADAMPRLRVNQMYANILQQRDDKSG 305
NTDB id 1425 RS RS02020 WP 011000369.1 DYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGESG 338
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NTDB id 38095 GALF RS01445 WP 013292268.1 A.PLVSQLQEASWLIKSLRQRFDTILRVAQAIVDRQGAFLEHGDIAMRPLVLREIADVLEMHESTVSRGTTQKFMRTPRGIYEFK 389
NTDB id 1425 RS RS02020 WP 011000369.1 AANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELK 423
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NTDB id 38095 GALF RS01445 WP 013292268.1 YFFGSGLVTESGGVCSSAAIRELIKQLVGGEDTSKPLTDGRMSEILAQQGIVVARRTIAKYREALHILPVNLRKSL 465
NTDB id 1425 RS RS02020 WP 011000369.1 YFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
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