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NTDB id 380416 BMF77 RS20810 WP 148765485.1 MAKPKTIYICSSCAAEFSQWFGKCSNCDTYDSLVEQNISSFIGDIPSRSGVGNWQAGGHSKSHNKPAKARSSLTFDQISD 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRA.......AFSHSVQTVQKP......SPITSIET 67
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
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NTDB id 380416 BMF77 RS20810 WP 148765485.1 RQIARWESGYGELDRVLGGGIVPGSMVLIGGDPGIGKSTLLLQVSNQLAQK.YRILYVTGEESGQQVKLRASRLGMSKPP 159
NTDB id 125 BSU 00870 NP 387968.1 SEEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNP. 146
NTDB id 509 SM12261 RS00130 WP 078228442.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 279 KZH43 RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 238 SPD RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 204 SPR RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 169 SP RS00155 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 537 SMSK321 RS07120 WP 080550752.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
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NTDB id 380416 BMF77 RS20810 WP 148765485.1 TLVTEDPENKDPEKPIDPDSIGANLYVLPETDLEEILREIDSLKPNVAVIDSIQTVFFPALTSAPGSVAQVRECTAALMK 239
NTDB id 125 BSU 00870 NP 387968.1 .......................SLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMK 203
NTDB id 509 SM12261 RS00130 WP 078228442.1 .......................EFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQ 199
NTDB id 279 KZH43 RS00140 WP 074017595.1 .......................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQ 199
NTDB id 238 SPD RS00140 WP 074017595.1 .......................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQ 199
NTDB id 204 SPR RS00140 WP 074017595.1 .......................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQ 199
NTDB id 169 SP RS00155 WP 074017595.1 .......................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQ 199
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .......................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQ 199
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NTDB id 380416 BMF77 RS20810 WP 148765485.1 VAKHEDITMLIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVSQGLKEVDNPSEL 319
NTDB id 125 BSU 00870 NP 387968.1 IAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEI 283
NTDB id 509 SM12261 RS00130 WP 078228442.1 LAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQV 279
NTDB id 279 KZH43 RS00140 WP 074017595.1 LAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQV 279
NTDB id 238 SPD RS00140 WP 074017595.1 LAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQV 279
NTDB id 204 SPR RS00140 WP 074017595.1 LAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQV 279
NTDB id 169 SP RS00155 WP 074017595.1 LAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQV 279
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQV 279
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NTDB id 380416 BMF77 RS20810 WP 148765485.1 FLGNRDDPAPGTAIVVACEGTRPIVVELQALVSPTSYPSPRRAGTGIDYNRLVQILAVLEKRVGIPMSKLDSYVASAGGL 399
NTDB id 125 BSU 00870 NP 387968.1 FLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGV 363
NTDB id 509 SM12261 RS00130 WP 078228442.1 FLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGV 359
NTDB id 279 KZH43 RS00140 WP 074017595.1 FLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGV 359
NTDB id 238 SPD RS00140 WP 074017595.1 FLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGV 359
NTDB id 204 SPR RS00140 WP 074017595.1 FLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGV 359
NTDB id 169 SP RS00155 WP 074017595.1 FLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGV 359
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGV 359
consensus !!**!*****!**!****!!!!!!**!*!!!**!!******!**!!*!*!!*****!!!!!!*!******!*!***!!!*

logo

N
K
V
L
E
DEPAVIDLGAI

V
V
A
I
V
S
AIVAASSFYRKDRTKI

P
P
V
T
D
NPAGQDTEVCLF IVGEVLGLGTGQEVIRSRVSNQRMIELQRLVIKNEAAKLGFKTRKAMI IY I

VPAKAGNNTSKLDFTPGW
ITKPLEP I

M
K
G
E I EQI

V
L
I

NTDB id 380416 BMF77 RS20810 WP 148765485.1 NVEEPAVDLGIAVAIVASFRDRIVDPGTVLIGEVGLGGQVRSVSQMELRLKEAAKLGFKRAIVPKGTKFP...EIGIEIL 476
NTDB id 125 BSU 00870 NP 387968.1 KLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVI 443
NTDB id 509 SM12261 RS00130 WP 078228442.1 KLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVI 439
NTDB id 279 KZH43 RS00140 WP 074017595.1 KLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVI 439
NTDB id 238 SPD RS00140 WP 074017595.1 KLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVI 439
NTDB id 204 SPR RS00140 WP 074017595.1 KLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVI 439
NTDB id 169 SP RS00155 WP 074017595.1 KLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVI 439
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVI 439
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NTDB id 380416 BMF77 RS20810 WP 148765485.1 PVGKVIDAIIAAVPHQELTEEDLDPDENE 505
NTDB id 125 BSU 00870 NP 387968.1 GVANVAEALRTSLGG.............. 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 GVTTIQEVLKKVFA............... 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 GVTTIQEVLKKVFA............... 453
NTDB id 238 SPD RS00140 WP 074017595.1 GVTTIQEVLKKVFA............... 453
NTDB id 204 SPR RS00140 WP 074017595.1 GVTTIQEVLKKVFA............... 453
NTDB id 169 SP RS00155 WP 074017595.1 GVTTIQEVLKKVFA............... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GVTTIQEVLKKVFA............... 453
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