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NTDB id 380413 BMF77 RS19395 WP 148765083.1 MTYSSPQRRSTALTTRTEFSPFGNKLVTSGYVNNEQMKQAVIASRKSGKPLTEVLESITERKLSPELVTEYKKQHLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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logo

I
VLYGLVDESLVDPE I

V
A
Y
E
P IADTQTNQMVAGENL IGQRTFLFIPLVDI

TCRRFHHKFL ILPLASQRNQDENGQDSPPSYVLVAMVDPDNLADAQSDDELNR I LRSVKQGFLESFLQR
NTDB id 380413 BMF77 RS19395 WP 148765083.1 ILYGLESLDPEIYEIDTTNVGNLIQTLIPVDICRRHHLIPLSRNDNQSPPYVLVAMVDPDNLDASDDLNRILRSQGLSFQ 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!**!*!!!* *! ! *** !! !*! !!!** *!! *** !! !!!!!!!!!!! ! !*!!!!!! !
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V IKNLVNKR
NTDB id 380413 BMF77 RS19395 WP 148765083.1 RRVITQKDYQDIINKFLNEQAARRK...ILDQQKNYDVKGDL.DNLGTLDIDESSD.NDVDLDNAMKGADHAPIIKLVNR 235
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
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logo I LALKALQTEGTVSDIHI
VEPQEETYLR IRFRKDGVLHNEQAFDNPLMPKRKI ITPAVTVARFKI IMASDNLMDIAERRLSPQDGKR IRR I FYAQGRKVD

NTDB id 380413 BMF77 RS19395 WP 148765083.1 ILLKALTEGVSDIHIEPQEEYLRIRFRKDGVLHEAFDNMPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRIFAGRKVD 315
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
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logo FRVNTLPSRYGEKVCVLVR I LDNSATQLGLDFKL ITDNPETLNQI
TVKRDELMAFASKRPFYGL IMLVTGPTGSGKSTTSTLYSAVLASEKRNDSPEGI

VNI
NTDB id 380413 BMF77 RS19395 WP 148765083.1 FRVNTLPSRYGEKVVVRILDNSATQLGLDKLITDPETLNIVKDMFSKPFGLILVTGPTGSGKTTSLYSALSEKNDPGINI 395
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
consensus !!!!!!!!!!!!!!**!!!!!!!!!!!!! !!! !!!!* !*** *!*!!*!!!!!!!!!!*!*!!! ! !*! ! *!!
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LLVGETRDKRETAKTAI EAALTGHLVLTTLHTNDAAPGAIA

NTDB id 380413 BMF77 RS19395 WP 148765083.1 STVEDPIEYSLPGITQVQVIREKGLDFSTVLRAFLRQDPDVLLVGETRDRETAKTAIEAALTGHLVLTTLHTNDAPGAIA 475
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
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NTDB id 380413 BMF77 RS19395 WP 148765083.1 RLGEMGIEPFMISSSLIGVLAQRLVRRVCAECRIAYTPTIKELARYGLSVSQEAQVTFYKANTIPPEEIAS...HKNLCQ 552
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
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KTLLAYSLDNLVQREQGAYTTLEEVERVTFLTDKTGLEASELM
NTDB id 380413 BMF77 RS19395 WP 148765083.1 KCGGVGYKGRCGVYEVMRITEELQTLINKQAPTEKIKEVAVEEGMKTLLAYSLDLVRQGATTLEEVERVTLTDKGLEAEL 632
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
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NTDB id 380413 BMF77 RS19395 WP 148765083.1 KAKRKSGLTCLTCSGELQPEWLDCPYCMTPCFTD 666
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus *!!!!!*!!! !! *!!!*!!!!!!!!!!**!**
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