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NTDB id 380406 BMF77 RS06895 WP 148761666.1 MVKAFTSFFGKSSKGIGIELAPERVNVVQLHKHRQNLKIESLTTVPVPEGIFIDGQIADSVGMSEIIQQAIAESKTKATR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! !!! !!* ! !*!*!* !!!!!! !!* * ! !* * **!!!!! *! ! !!*** !!!! * !

logo VAITAC I
VPGMREAS I IRLMI

LPVPASELDDEKNELRDI
M
I
VLNHEAASLYLPYPREEAVDLVDYQKLGDLFEIDEDGI EKVQVLLVATRKRDEVTDQSTY

NTDB id 380406 BMF77 RS06895 WP 148761666.1 VITCIPGRESIIRLIPVPSELDDKELRDIILNHEASLYLPYPREEADVDYQKLGDFIDEDGIEKVQVLLVATRKDVTQTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus ! !**! !! !!!**!!! !!!* !!!!**!!!!! !!!!!!!!! !*!!!!!! ! !!!!!!!!!!!!!!!!**!! *!

logo LDNTFEQQAGLQTVDI
VLE INSFAL IRTIRDEQLRLQFGPSEREAAVLVDI EFDSTE IA I I IVDNGI

VPQFSRTVP IGTYQLMQNTALSRAMN
NTDB id 380406 BMF77 RS06895 WP 148761666.1 LNTFEQAGLTVDILEINSFALIRTIRDQLRLFGPEEAAVLVDIEFDSTEIAIIINGIPQFSRTVPIGTYQLQTALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus ! !! !!!! !!*!!!!!!!!!!!!!*!!! !!* !!!!!!!!!!!!!!!!!!* !*!!!!!!!!!!!!!*! !!!!!!!

logo LPAPSRDNMPDE I
MLEQGSMTIPTVTQSFPDSTAMHSSTGQGVTAGSVNPGMANASLML

MRVLMGELATDELRRS IDNFYLNQSEENLELVVQI
LLLAGPGGGL IPQI

LD
NTDB id 380406 BMF77 RS06895 WP 148761666.1 LPASRDMDMLESMTIPTTSPDSAHSGVTGSNPGMASMLRVLGELADELRRSIDFYLNQSENLEVVQILLAGPGGGLPQID 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!! ***! !!!! ! *!* ** !* !!!! **!!*!!! !!!!!!! !!!!!!! !!*!!*!!!!!!!!!*!*!

logo EFYFTQRLS ILPTTVKQIDPFI ETASLAS ILDETVDAQEKNFYPSDL I EKRPGSLAGI
TVLGLGI

MREGAL
NTDB id 380406 BMF77 RS06895 WP 148761666.1 EFFTQRLSLPTTQIDPITSLSLEVDAEKYPLIKRPGLGIVLGLGMRGL 368
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!*!! !!! ! ** ! * ** ! !! !* !!!!!*!
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