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NTDB id 380316 FXN63 RS23910 WP 148818013.1 MLKASLQLRTAQHLTLTPQLQQAIRLLQLSTLELEQEIEQVLRDNPLLEREDEPAQVSLHADNDMSNGSDTSHQDA.... 76
NTDB id 1425 RS RS02020 WP 011000369.1 .MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPT 79
consensus **! !!!!! !!! !!!!!!! !!!!!!!!*!! !!*!! ! *!!!!!!! !* ! * ! ! !* ****
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NTDB id 380316 FXN63 RS23910 WP 148818013.1 ..PEPAQE....VDMERDSTTGGED.APPMRETDSLWN..DLPASRGDDDDEPSGPQIAASTATLREHLLEQLSVTLGSA 147
NTDB id 1425 RS RS02020 WP 011000369.1 ESPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus **!*!! **** ! ! ! !* ** ! ! **! * * !*!** **!* *! !!*!*!!! * !*
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NTDB id 380316 FXN63 RS23910 WP 148818013.1 RDKALAQLLIDALDDNGYLSVPLEEVAEMLPPELEIDQDELRTALALVQSFDPPGVGARDTAECIGLQLRNPDVTRLPEA 227
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPAKP.. 237
consensus !!!*! !!* !!! !!!* *!*!* !!*!!!** !!! !! **!!!!!*!*!!! !!!* !!! *! * !**
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NTDB id 380316 FXN63 RS23910 WP 148818013.1 RDPSVLSCARAIARAHLPLLAARDYAKLRRSLKCDDDTLRSAQALIRRLTPRPGSQFSATAADYVVPDVVVRKLGKQWVV 307
NTDB id 1425 RS RS02020 WP 011000369.1 .......LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMA 310
consensus ********! ! !!*!!!!!!! *!** ! *!! !* !* !!! ! ! !!* ! !!*!!!!!!!!! * !*
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NTDB id 380316 FXN63 RS23910 WP 148818013.1 HLNSEAMPRLRINHLYAQLLKSDRSC.AHAGLSAQLQEARWLIRNVRQRFDTILRVSQAIVDRQHGFFDHGEVAMRPLVL 386
NTDB id 1425 RS RS02020 WP 011000369.1 QLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVL 390
consensus *!!** !!!!!!!**!!!*!*! ! ****! ! !!!!!!!!*!* !!!!!!!!!!!!!!*!!* !! !!!*!!!!!!!
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NTDB id 380316 FXN63 RS23910 WP 148818013.1 REIADTLGLHESTISRVTTQKYMLTPFGTFELKHFFGSHVATETGGAASSTAIRALIKQLVSAEDPTQPLSDSQLAQTLG 466
NTDB id 1425 RS RS02020 WP 011000369.1 REIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLG 470
consensus !!!!!!!!!!!!!!!!!!!*!!! !! !!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!! !!!! *!!!!! *! !!

logo EQGFIVVARRTVAKYREALKQIPAPVNSLRKS IL
NTDB id 380316 FXN63 RS23910 WP 148818013.1 EQGIVVARRTVAKYREALQIPPVSLRKSI 495
NTDB id 1425 RS RS02020 WP 011000369.1 EQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!! !!!!!!!!!!!!!! !!*! !!!!*
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