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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 380279 FXO11 RS04350 WP 148861745.1 ..MTTPTALIIDDEPDIRELLDITLSRMGIDVETAADITSAKQRLEASPPQLCLTDMNLPDGNGIELVHWIQKVCPQTPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 380279 FXO11 RS04350 WP 148861745.1 AVITAYGNMDTAIEALKAGAFDFVSKPVELPRLRELVQSALKLSEPDIEES.HADDPGLLLGQSEGVRRLRNQTRKLARS 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA.PVD..NRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 380279 FXO11 RS04350 WP 148861745.1 QAPVFISGESGSGKELVARMIHLQGPRRGGPFVAVNCGAIPSELMESEFFGHKKGSFTGAVDNKAGLFRSADGGTLFLDE 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 380279 FXO11 RS04350 WP 148861745.1 VADLPLNMQVKLLRAIQEKAVRPVGESKEEPVDIRILSATHRDLPSLVQDGSFRQDLFYRINVIELKVPPLRDRPDDIQL 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
NTDB id 380279 FXO11 RS04350 WP 148861745.1 LSRHILDRLARDYECEPAQLTPAALEKLKDHTFPGNVRELENILERAFTLCDLDQIDVADLHLGSAPIAIGSGTPSD... 394
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEGAASL... 392
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 380279 FXO11 RS04350 WP 148861745.1 ATPPTAAPLDLPEDGELDLENYLESIERKAIEKALEATRWNKTAAAKKLGISFRALRYKLKKLGME....... 460
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .............SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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